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NTDB id 596 KW2 RS08720 WP 021037686.1 DWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNIR...LTSLDNIGVTTLVLMLISPKFLLTTGGQLTLFYA 324
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NTDB id 596 KW2 RS08720 WP 021037686.1 FVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFMLLPLLLCCFLISFLGFSLNLNFIFQI 409
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NTDB id 596 KW2 RS08720 WP 021037686.1 LEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFLFFFITKNPMRASITAVDIGQGDSIFLQDKF 494
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NTDB id 596 KW2 RS08720 WP 021037686.1 NKENILIDTGGRLAL..PQKNWQKAQTQSNADKTLIPYLESMGVAHIDQLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNS 577
NTDB id 51129 SPAF RS03710 WP 014713071.1 .GRTILIDVGGRVTF.KSGDKWQERSQSANADQTLIPYLKSRGVGKLDALVLTHTDQDHMGDMLEVARQIPVKKVYVSPGSLTSS 590
NTDB id 494 SM12261 RS04305 WP 000942409.1 .GKIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQK 588
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NTDB id 154 SP RS04735 WP 000942394.1 .GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQK 588
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NTDB id 596 KW2 RS08720 WP 021037686.1 SFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKV 662
NTDB id 51129 SPAF RS03710 WP 014713071.1 KFQEKLKQLHSPIKVVQRGDRLPIFDHDLEVLSPDEVGDGKNDDSIVLYGQFYQKRFLFTGDLEEAGEKKLLENYPQLQVDVLKV 675
NTDB id 494 SM12261 RS04305 WP 000942409.1 QFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKA 673
NTDB id 522 SMSK321 RS04965 WP 000942453.1 EFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKA 673
NTDB id 189 SPR RS04300 WP 000942407.1 EFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKA 673
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NTDB id 154 SP RS04735 WP 000942394.1 EFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKA 673
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NTDB id 596 KW2 RS08720 WP 021037686.1 GHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
NTDB id 51129 SPAF RS03710 WP 014713071.1 GHHGSKGSSSDVFLDQVHPQLALISVGKKNRYQHPHKELLDRLEERSISYLRTDERGAIRLIGW.DHWRVETVR 748
NTDB id 494 SM12261 RS04305 WP 000942409.1 GQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETLTRLETINSKVYRTDQHGAIRFKGW.NSWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKGW.NSWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 SQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 SQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 SQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 SQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
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