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NTDB id 51117 SPAF RS02785 WP 003015523.1 85
NTDB id 475 HSTSS4 RS07005 WP 021143809 .1 STREIA TSGTTYGYVYJSDPE LDYITSNTGPTK EMVTNGVDGLMEADKYGNLVPSV AR
NTDB id 324 STU RS16140 WP 011226306.1 TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSV AR
NTDB id 292 STER RS06940 WP 011681419.1 TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLUEADKYGNLVPSY AR
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NTDB id 51117 SPAF RS02785 WP 003015523.1 Q 170
NTDB id 475 HSTSS4 RS07005 WP 021143809 .1 165
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NTDB id 292 STER RS06940 WP 011681419.1 EDWSVSKDGLTYTYKIRKG KWYTS GEEYANVTAKDFVTGLKHAADSKAGG YLVQDSIAGLSDYLSGTNKDFSNVGVKAIDDY 165
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