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NTDB id 51109 SPAF RS01630 WP 014712782.1 MNFEKIEQAYTYLLENTQSIQNELSTNFYDALIEQNVMYLEGKTDLDIVKNNSKKLKELGLSKEEWRRAYQFLFMKAAQTEPLQA 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !*!!!!!*!!**!!*!*!*****!*!**!!!!!!!!**!!******!**!*!*!!!**!*!!!!!!!!**!!*!*!!*!***!!*

logo NHQFTPDAS IGF I ITLFYL ILDEQGLATKNGKDSQLDVI LI EVIGSGTGNLAETIVNNSRSLKTS IDYI
L
MGLI EVDDLL IDLSAS IADVMLEDSSVVHFAVQGEDAVR

NTDB id 51109 SPAF RS01630 WP 014712782.1 NHQFTPDAIGFIITFLIDQLAKGDQLDVLEVGSGTGNLAETIVNNSRLTIDYLGLEVDDLLIDLSASIADVMESSVVFAQGDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!*!!!!!**!***!****!!!**!*!!!!!!!!!!!!!!!***!!!*!*!!!!!!!!!!!!!!!!**!!!*!*!*!!!!

logo PQVI LKESDI
L
V IVI SDLP I

VGYFYPDNDAKIAQRYQVASASKELGHTYAHHLMLMEQASLKYLKPKQEGVLAI FLAPNVNDLLTSPEQSDPLLKAKWLTQDNKNAVQTLI L
NTDB id 51109 SPAF RS01630 WP 014712782.1 PQVLKESDLIVSDLPIGYYPDDAIAQRYQVASSEGHTYAHHLMMEQALKYLKPQGVAIFLAPNNLLTSPQSDLLKAWLTDKAQLL 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!*!!!!!*!*!!!!*!*!!*!*!!!!!!!!***!!!!!!!!*!!!*!!!!!**!*!!!!!!**!!!!*!!*!!!*!!******!

logo AMVLITSLPESALI FSKNQPKASYNAIKTS I FVLRKKQESEQEQSVLQEPSFVYPFLTDLQDQPDEQVVLVRHRFMEKSNFQKNKWLKKEDSNEVI
F

NTDB id 51109 SPAF RS01630 WP 014712782.1 AMLTLPESLFSNPAYAKTIFVLRKQEEESVQPFVYPFTDLQDQDQVVHFMESFQNWLKDSEI 317
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !***!!!**!******!*!!!!*!!***!***!!!!*!!!!!******!!**!**!**!***
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