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M FEKIEMAYJW{LL N@NQS] N LETMIAYDALTIEQN\GYLIY iQgyIRDEy KNNBJKKL LELSKEEWRR QF F KARQ I¥LQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
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PQ LKESD I SDLP G YP DENIIAQRYQVA BJSGHTYAHHL MEQ LKYLKIY G AIFLAPR| LLTSIZQSHLLKE\WLEY NKENN L
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
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A LPE 'F§ |3 MK IFVL KQ& S |§FVYPIJTDLQD[N [N | FMNIF{aRWIRYDEI 317
AVISLPEATIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
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