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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 51038 Q7C RS10475 WP 014704739.1 ...MSVNKVILVGRLGVDPESRAFPNGGSICNLRIATTESWRDRQSGERQERTEWHRVVLRNKLGEIAQQYLRKGSQVYI 77
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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QMLDGSGKRAGSNGQSEGQSNSGDGDFMAGSPAGYDENQGQEGSYGMWQNSNQAVPAQTNYNQEGGASWYDGSQDQRNPQRYAAQQSRQQPNAKNPQSQDNFHNA
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPYDEGYGQSQ.........EAYQRPAQQSRQPAPDA 143
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPYEEGYGQSQ.........EAYQRPAQQSRQPASDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDVL....QMLDSRSSG.GDFGGNQGSGWNQAPAQTNYNQGGYSDNYA....QNNNF 149
NTDB id 51038 Q7C RS10475 WP 014704739.1 EGRIQTRKWQDQNGQDRYTTEIVGNEM....TMLDSKGGS.GGDS...................SYDQPR.....PAQNN 128
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ.GGMPAQGG..M.NVPAQ....QGSWGQPQQ....PAKQH 148
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NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPA.APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPA.APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQPAQ.KPAAQAEPPMDNFDDDIPF 180
NTDB id 51038 Q7C RS10475 WP 014704739.1 ..APSGQPA.SATAGPDYGGNNDDFYDDDIPF 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..QPMQQSAPQQYSQPQYNEPP.MDFDDDIPF 177
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