logo

NTDB id 1473 PAKAF
NTDB id 51017 ABTJ
NTDB id 1045 HON27
consensus

logo

NTDB id 1473 PAKAF
NTDB id 51017 ABTJ
NTDB id 1045 HON27
consensus

logo

NTDB id 1473 PAKAF
NTDB id 51017 ABTJ
NTDB id 1045 HON27
consensus

logo

NTDB id 1473 PAKAF
NTDB id 51017 ABTJ
NTDB id 1045 HON27
consensus

logo

NTDB id 1473 PAKAF
NTDB id 51017 ABTJ
NTDB id 1045 HON27
consensus

logo

NTDB id 1473 PAKAF
NTDB id 51017 ABTJ
NTDB id 1045 HON27
consensus

RS24000
RS17495
RS16330

RS24000
RS17495
RS16330

RS24000
RS17495
RS16330

RS24000
RS17495
RS16330

RS24000
RS17495
RS16330

RS24000
RS17495
RS16330

WP

WP

WP

WP

003094694 .
000840549.
168727019.

003094694 .
000840549 .
168727019.

003094694 .
000840549.
168727019.

003094694 .
000840549.
168727019.

003094694 .
000840549.
168727019.

003094694 .
000840549.
168727019.

=

[

=

=

=

=

AR DEEDhl LA Ao Frape T L sl e

RVEIAN@AL VDDE|ZD 3318 BTL RMjW T SAIYVIY A L|WyAdy DIMCLTD BILPDGSGLDLV{AR{ [NQi%:(P TP A TA
MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSG DLVKHVSQNYRNTPIAVLTA
MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA

Vo DR e MR

YGRIADYA I[NALKAGAFDF = 'KPV '|H¢ LI L EYJALIANS\SNA EINAIRY  RNIIL - GIAS)YP BREILRNNI[EK ARSQAPV GES
YGNMDIATIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDIAENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGES
YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGES

TR msRoE AN CAIPTEL ESEL RO SFTCATGORCEL ks s FLOELAgL L CORLLR

G GKE VARL HNNOYRIFINPF |J§ NCGAIP ELMESEIJFGHKKGSFTGAM DKQGL)YN ABGG LFLDE A LP MQVKLLRA
GTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRA
GTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRA

VRO OCEUBADERY ks DL AL oL LRERGEN Lk 9K BJET ol

QEKE REWGENQE IWVDEYR ' [¢A "HIWDLEYNAV[EFNG : FRQDL < R 'WVR - Lijd PPLRERIED /JJLL A I8 ) [X¢ " jNeIRPLY:NHL
VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQL
VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQL

EwauuAtuJaVNRT m JFRSLRYRWE Uit

IRR K ALI3NT WNRTEVAA[R] LGIMTFRS RYRLKKIRG DR 445
IEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQE Veyge
IEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473

non conserved
similar
>50% conserved

[><)JES

165
170
170

250
255
255

335
340
340

404
425
425



