
logo

MNTMKNTI
L
K
Y
K
E
LFQYW

Y
K
R
Q
A
G
R
V
SNAPRFLGQNQKQTKGLRSQI LVIADESTERKEVQMVQLAEQHKQFRQLLQIQSKRGYLQSTNQHLI SKI

L
S
Q
R
Q
H
N
F
W
A
Q
L
F
P
S
G
H
T
A
A
KPKKNAESDE ICNSQTEFLMLQSNQLALTL ILRQASKVAVIPLKQNSLVQMI LLQ

NTDB id 1385 A4U84 RS08520 WP 005711777.1 MNNIYEFQWKGRNRFGQKQTGRQLAESREVLEKRLQQKGYSQLSISRHFALPTAPKKEEINQFMQQLALLIQAKIPLKQSLVMLL 85
NTDB id 50971 D7S RS07995 WP 005540455.1 MTKLKLFQWRGVNRLQQKQKGLIVAETEVMAQQQLLSRGLQNIKLQQNWQFSHKPKNADICTLLSQLATLLRAAVPLKNSLQILL 85
NTDB id 1367 NTHI RS01945 WP 011271971.1 .MTKKLFYYQGSNALNQKQKGSIIADTKQQAHFQLISRGLTHIKLQQNWQFGAKPKNSEISELLNQLATLLQSVIPLKNSLQILQ 84
NTDB id 1356 HI 0297 AAC21961.1 .MTKKLFYYQASNPLNQKQKGSIIADTKQQAHFQLISRGLTHIKLQQNWQFGAKPKNSEISELLNQLATLLQSAIPLKNSLQILQ 84
consensus ******! ****!***!!!*!***!*********!***!***************!!***!*****!!!*!** **!!!*!!**!

logo

E
Q
T
NCQTNQRIAMTVFLYNEKRWQLQRECERTL ILRQELS I EASGFLALFSVQAFLIKEKQQGLKYI

L
N
T
P
Y
QQERIQL IKQMVAGETMS

TGNKLGAALVI
V
L
C
H
T
K
E
N
KIAQTRHKREQSKQASELKALAQKRKI

L
K
QKI LMF

LYPLVSFLMI
VL

NTDB id 1385 A4U84 RS08520 WP 005711777.1 ETCQNRTFYRWQQETIRLIEAGFALSVAFKKQGKYINPQEIQLIKMAETSGNLGLILTNIAQRREKSEKLAKKIKKILFYPVFIL 170
NTDB id 50971 D7S RS07995 WP 005540455.1 QNCTNIALNRWLRCLLQEIESGLAFSQALEQQGLYLTYQERQLIQVGEMTGKLAAVCHEIAQHKQQALALQRKIQKILLYPLLVL 170
NTDB id 1367 NTHI RS01945 WP 011271971.1 QNCTQIMLNKWLERLLQSIESGLAFSQAIEQQGKYLTQQEIQLIQVGEMTGKLAVVCKKIATHRSQSLALQRKLQKIMLYPSMVL 169
NTDB id 1356 HI 0297 AAC21961.1 QNCTQIVLNEWLERLLQSIESGLAFSQAIEQQGKYLTQQEIQLIQVGEMTGKLAVVCKKIATHRSQSLALQRKLQKIMLYPSMVL 169
consensus **!*******!*******!!*!*!*!*!***!!*!***!!*!!!***!**!*!******!! *******!**!**!!**!!***!

logo

A
GI S IL ITLLSTAILALLLLF IAVPQFAAELMYDGSNSGKSNGNKAQSELPLVTFITEQAVI LFLAS ILSHQNGFLKQDHQSYNW

I
F
L
G
A
T
I L IL IMFLFCIVAVLLSCTFVFALFL IYHRYI

F
L
R
Y
N
LKHKRSTQDPTLWI

L
F
H
K
N
Y

Q
R
L
Q
KKFNI

R
Q
I
L
L
I
N
S
H
S
I
I
TPLI FL

NTDB id 1385 A4U84 RS08520 WP 005711777.1 AISITLSILLLLFIVPQFAELYGSKGKSLPLITEILFSLSHFLQHSILTLIILCVLCFLLIHILNKKTDLIKRLKFIILSHIPIL 255
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NTDB id 1385 A4U84 RS08520 WP 005711777.1 KGIIQYSRIIFFCQNSSLMLASHIRLDTVLHSFLANK.........SDDILLQGSLATTLTYLKQGYRLADSLDPKLFPTDMLQM 331
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NTDB id 1367 NTHI RS01945 WP 011271971.1 GTIQKLSRLVNFSQSLQIMLQAGVPLNQALDSFLPRTQTWQTKKTLVNDMVLDKEVRSILQWVSQGYAFSNSVSSDLFPMEAQQM 339
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NTDB id 1356 HI 0297 AAC21961.1 LQIGEQSGKLALMLEHIAENYQEKLNHQIDLLSQMLEPLMMVIIGSLIGIIMMGMYLPIFNMGSVIQ 406
consensus ***!!!!!*!**!! *!****! *! *!!!*!!!*!!!**!!**!***!*!**!*!!!!!*!!****

X non conserved

X similar

X ≥ 50% conserved


