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NTDB id 50899 DGO RS21535 WP 145975219.1 MKRRLGQEAFTLLEILVVLSVIAILMVILSWGIIRSIRSAELREAASQVATDLRRARSQSQRGSADVVLVLPGSSGNTSYKVDTV 85
NTDB id 1308 DR RS06345 WP 010887875.1 .MKDRGQSGMTLIELLVVIAIIGILMGLFGWNLVRSIRAAELREAATQVAVDLRQARSQAQRGSRDIVVVLPGSTGGTTYRFDTD 84
consensus * * !! * !!*!*!!!* *!*!!! * ! **!!!! !!!!!!!*!!! !!! !!!! !!!! !*!*!!!!!*! !*!* !!
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VGS IVYTVRSPMNSGIGDLYE IR IVGVTGKVI LATKAGS
NTDB id 50899 DGO RS21535 WP 145975219.1 NKTLPGNVQLIFKGSSG.GATTNVTYQAPYGELSGAVGSVYTVRSPMSGIGDLEIRIVGVTGKVILTKAGS 155
NTDB id 1308 DR RS06345 WP 010887875.1 VKTIPNNVQLICKSNCGTGTTTNITYQAPYGEL.GAIGSIYTVRSPMNGIGDYEIRIVGVTGKVILAKAGS 154
consensus !!*! !!!!!*! *!*! !!!*!!!!!!!!!*!!*!!*!!!!!!! !!!! !!!!!!!!!!!!! !!!!
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