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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVKALLPA 85
NTDB id 50889 DGO RS11710 WP 014685734.1 .MALSIGDRRLGAILLEQGYVNDTDLQKALARHAEVGGRLADVLIDSGVVAEKRIARAIEEALGIPLVNLMAVTPEPEALRAVQP 84
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALRSIRP 84
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FPFALEDEEAGDGRTVVLRVAFLLVNDPLDSTSFLASLI EAETVLEDLDTSGFLDNVVI EPYQTATLKRSEAEFVMLYWCAI
LAKTHYPELRGLEPQAIVPQVAPVPPSEGASDEGEAGGQRKTDGRAGLQKL

NTDB id 1028 TT RS08215 WP 011173991.1 EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPP..SGEGQKDLKL 168
NTDB id 50889 DGO RS11710 WP 014685734.1 QTAMSVQAFPFALD..GGTLRVALVDPLSSLAIEALEDDSGLNIEPYQALREEVLWCLATHYPELRLQAQAPSE..EAGGTRAQL 165
NTDB id 1306 DR RS10060 WP 027479822.1 QTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDAGRTGGKL 167
consensus **!* **!*!!!!* ** *!!!***!!*****! *!!**!* *!!!!**********!*!!!!!*! * !* ***! * **!

logo GQELRLLIAQTAHKGLWYINSTRDEAAQLEQEVALVDAEIQEQKQTGDEVLALGAGR I
T
VLVI ERSKQRGALLIPTEADEAQLYERTAQVLAEQAEKGLTVEPTFLEPENSTPERSGI

F
H
Q
VPDGTPEDESAVALLGLSLMLRSADALRYLGLSAVP

NTDB id 1028 TT RS08215 WP 011173991.1 GELLLQKGWISREALEEALVEQEKTGDLLGRILVRKG.LPEEALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAVP 252
NTDB id 50889 DGO RS11710 WP 014685734.1 GQRLIAAGLINDAQLQVALDIQQQTGVALGGVLIEQGLITEAQLYTQLAEQAGVPFLPEPRGFQPTEDVLGSMLRADALRLSAVP 250
NTDB id 1306 DR RS10060 WP 027479822.1 GERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSMLRADALRLLAVP 252
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I EERLFIREEQRAFYPQKRNGRLGEVQLVQQEGKTLSRADEAQLKREALEHQVQKAGRDELGPSRKAVKPLG
NTDB id 1028 TT RS08215 WP 011173991.1 IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREALKEALEVQKGLPRAKPLG 337
NTDB id 50889 DGO RS11710 WP 014685734.1 IDETAQGVTVITSDLRKRADIAALVGQNVQFMLAQPRDIERLIEEFYPQRGRLGEQLVQQGTLSRAQLREALHVQARDSKVKPLG 335
NTDB id 1306 DR RS10060 WP 027479822.1 VDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQLREALQVQAREGKVKPLG 337
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IPEADSLTCARRYGVVFVPHVR
NTDB id 1028 TT RS08215 WP 011173991.1 EILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPPDPGAPLLLPEDLCRRYGVFPHR 422
NTDB id 50889 DGO RS11710 WP 014685734.1 EVILDLGFATAEEVDGALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPVQNPPDAKVALMIPESTARRYVVVPVR 420
NTDB id 1306 DR RS10060 WP 027479822.1 EVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQNPPDPKVALMIPEATARRYVVVPVR 422
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NTDB id 1028 TT RS08215 WP 011173991.1 LEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKAELSEIAKEFAKKQAEEEVPS....PLELD 503
NTDB id 50889 DGO RS11710 WP 014685734.1 IQGDSLVVAMKDPRNVFALDDLKLLTG.....REIVPAVMAEKDIVRLIERYFGNQDMANLNQRLVKESAKRETAVDLDLSAGLD 500
NTDB id 1306 DR RS10060 WP 027479822.1 LQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGEKGFEKLNKELAERNKTQQ.SQEADLS.VAD 500
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NTDB id 1028 TT RS08215 WP 011173991.1 ESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGA 588
NTDB id 50889 DGO RS11710 WP 014685734.1 DNAVVRVVDNLIREAALQEASDIHIEPTETSVRVRYRIDGVLREQAELPKGAAQSLLARIKIMGHLDIAERRIPQDGRVRFRKGS 585
NTDB id 1306 DR RS10060 WP 027479822.1 ESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGS 585
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V I SERKPYNGI FL IVTGPTGSGKSFTCSTFS ITLKR IAKRTPDEKNTQT
NTDB id 1028 TT RS08215 WP 011173991.1 IDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQ 673
NTDB id 50889 DGO RS11710 WP 014685734.1 IDIDLRLSTLPTVYGEKAVMRLLQKASNIPEVEQLGFSEYNIQRYSDVIEKPNGIFLVTGPTGSGKSFTSFSTLKRIARPEKNTT 670
NTDB id 1306 DR RS10060 WP 027479822.1 IDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTT 670
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NTDB id 1028 TT RS08215 WP 011173991.1 TIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMG 758
NTDB id 50889 DGO RS11710 WP 014685734.1 TIEDPVEYEIPGINQSQVNNAAGMTFARALRAFLRQDPDIIFVGEIRDTETAEIAVEAALTGHLVLATLHTNDAPGAVTRLEEMG 755
NTDB id 1306 DR RS10060 WP 027479822.1 TIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMG 755
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NTDB id 1028 TT RS08215 WP 011173991.1 VEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHA 843
NTDB id 50889 DGO RS11710 WP 014685734.1 VEPFNISAAVAGVLAQRLVRRVCTECKAPTNADPDVLRRLGIAERDLRGAQLMRGAGCPRCGGTGYKGRMGIHELMVVDEPLRAA 840
NTDB id 1306 DR RS10060 WP 027479822.1 IENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRT 840
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VALMREGEKRKSGLMRKSTLREQDGLIYEKALQGI

LTTLEEVLARVTAISES
NTDB id 1028 TT RS08215 WP 011173991.1 IVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 50889 DGO RS11710 WP 014685734.1 IGAGRSSAEIRDVAMEKSGMKTLRQDGIEKALQGLTTLEEVLAVTSS 887
NTDB id 1306 DR RS10060 WP 027479822.1 IGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
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