
logo MKYPPSLVASL IRELSRLPGIGPKSAQRLAFHLFEQPREDI ERLASALLESAKRDLHTVCP ICFNITDAEKTCDVCASDPSRDQNRLTIACVV
NTDB id 50886 DGO RS10470 WP 014685488.1 MKYPPSLVALIRELSRLPGIGPKSAQRLAFHLFEQPREDIERLASALLSAKRDLHTCPICFNITDAETCDVCSDPSRDQNLIAVV 85
NTDB id 1318 DR RS01015 WP 010886844.1 MKYPPSLVSLIRELSRLPGIGPKSAQRLAFHLFEQPREDIERLASALLEAKRDLHVCPICFNITDAEKCDVCADPSRDQRTICVV 85
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!! !!!! !!!!!! !*!!

logo EEPGDVIA I
LERSGEYRGLYHVLHGVLSPMNGVGPDEKLHIKRPLLPRVGREQGMEVI LATGTTVEGDATALYLQRLLEPLGAAI

VSR IAY
NTDB id 50886 DGO RS10470 WP 014685488.1 EEPGDVIAIERSGEYRGLYHVLHGVLSPMNGVGPEKLHIRPLLPRVREGMEVILATGTTVEGDATALYLQRLLEPLGAAVSRIAY 170
NTDB id 1318 DR RS01015 WP 010886844.1 EEPGDVIALERSGEYRGLYHVLHGVLSPMNGVGPDKLHIKPLLPRVGQGMEVILATGTTVEGDATALYLQRLLEPLGAAISRIAY 170
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!

logo GLVPVGGASLEYATDEVTLGRALTGRQRTVGSGKPQVAPGPKQGRPGDEDGADGAAVPASR
NTDB id 50886 DGO RS10470 WP 014685488.1 GLPVGGALEYADEVTLGRALTGRQRVGGPVAGKG................ 204
NTDB id 1318 DR RS01015 WP 010886844.1 GVPVGGSLEYTDEVTLGRALTGRQTVSKPQPPQRPGDEDGADGAAVPASR 220
consensus !*!!!! !!! !!!!!!!!!!!!! ! ! ** ****************
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