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WLRAVLLPRAPCPGCGAQLGARAAGLCDGRVCRAAELRPVRAVERSHSPLSATQRAVTPHLLVSTCLGPRYQGVAPRRASVRALKYGGARDEV

NTDB id 50882 DGO RS04695 WP 050920685.1 MPPDPRPTLGGWLRALLPRPCPGCGAQLGAAAGLCGVCRAALRVRAESHSPLSTRVTPHLLSCGPYQGVARRSVRALKYGGAREV 85
NTDB id 1312 DR RS07135 WP 027480036.1 ........MIDLLRVLLPRACPGCGAQLGRAAGLCDRCRAELRPRVERHSPLSAQATPHLVTLGRYQGVPRRAVRALKYGGARDV 77
consensus ********* !! !!!!*!!!!!!!!! !!!!! !!! !!*! ! !!!!! !!!!***!*!!!!*!! !!!!!!!!!!*!

logo AAGPLGERALLAAAGVPAPDSWQI
VAAVVPVPLHPASRQRERGYNQAELLAQRAMTAAREGLGVPCLVCPALLETRTRATAQQAKRLQHAASAERQSASNLAGAFARV

NTDB id 50882 DGO RS04695 WP 050920685.1 AAPLGELLAAAVPPDWQVAAVVPVPLHPARQRERGYNQAELLARATARGLGVPCVCALERTRATAQQARQHAAARQANLAGAFRV 170
NTDB id 1312 DR RS07135 WP 027480036.1 AGPLGRALAAGVPASWQIAAVVPVPLHPSRQRERGYNQAELLAQAMAAELGVPCLPLLTRTRATAQQAKLHASERSSNLAGAFAV 162
consensus !*!!! !!!*!!* !!*!!!!!!!!!! !!!!!!!!!!!!!! ! ! !!!!!* ! !!!!!!!!!* !! ! !!!!!! !
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VPPGTLVL ILLVDDVALTTGSTLLACRDALHLAAGPVRTDELKRYAAVVAR

NTDB id 50882 DGO RS04695 WP 050920685.1 CAPLPPGTVLLVDDVATTGSTLLACRDALLAAGPRELRYAVVAR 214
NTDB id 1312 DR RS07135 WP 027480036.1 RGAVPPGTLLILDDVLTTGSTLLACRDALHAAGVTDLKYAAVAR 206
consensus ****!!!!*!**!!! !!!!!!!!!!!!!*!!!* *!*!! !!!
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