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NTDB id 1035 TT RS08105 WP 011173974.1 ...........................................MRPSWTWGVGLGAGALVAAWGLFAPWAFLGLGLL...PFLRL 39
NTDB id 50881 DGO RS04590 WP 083847217.1 ............................................MGGVLLELGLGWGALVAGLGV.......GLGLLDRRPLLAA 34
NTDB id 1311 DR RS09490 WP 010888489.1 MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLALGIIGGIGWQLGLGWAAVPLLLGA.......ALALLDARPLLAV 78
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NTDB id 1035 TT RS08105 WP 011173974.1 PFALGFGLVLARAL...FFPLPEPPWGAAVEGVFA.VRGGFT..RAEGHLLWVSHYPPLPDGRYRLRGRIAPPQGRTNPGGFDQR 118
NTDB id 50881 DGO RS04590 WP 083847217.1 LALLGAGLGCGSERLQSGQPDRLAPWVGAQVTLTGDWDGQFLTLRDPPARLALSPRPPQPPGRLEVSGRLVRPEGRTLPGGFDQA 119
NTDB id 1311 DR RS09490 WP 010888489.1 LALLGGGLGYGSAHLQAREPDRIAPWIGALVTLRGHWDGQFLTLDEPKARVALAPKPRQGPGEVVVAGRLIRPDGRRIPGGFDQA 163
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NTDB id 1035 TT RS08105 WP 011173974.1 AWLLSRGAKGVL......RAESAEPLGPLPDWREGFRERLGAGLSLEAREVVEGLVLGDKGGLET........AYPLFQRAGLAH 189
NTDB id 50881 DGO RS04590 WP 083847217.1 AWLRAQGGVFLPTPRTVLVGARVRSSRPEGGVRGWFRRGLAAGLSARNAALMTAVELGDRGDIGRENFAEGYAVRDAFNRAGLAH 204
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NTDB id 50881 DGO RS04590 WP 083847217.1 LMALSGQNVALLTGALIFLLSRLGAPTWLRYGLPLALLVPYLTVLVSVSPSITRAVVMGMAVLAGLWAGRGRPDVPGTLALAALV 289
NTDB id 1311 DR RS09490 WP 010888489.1 LMALSGQNVALLTGTLIWLLGWLGARPSWRYGLPAALLPFYLLLLVGATPSITRAVLMGGVALLALMVGRGRPDPLGIVALTASA 333
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NTDB id 1035 TT RS08105 WP 011173974.1 VPLGFLKLFLGALPAP...LVEPLARGLLLLAGLAAQGPLLRWGEIAPPGFALYYLGLLPLLFALHRRLPWRRALLLASLPALVG 436
NTDB id 50881 DGO RS04590 WP 083847217.1 VPLGFLAGLLGPLAAPVNLLVAPLASLLLWLAEVFGRAPVLGWGQVGIGGLAAYVLAALAGTLWLLGRVRGRAALGTVLACALLS 459
NTDB id 1311 DR RS09490 WP 010888489.1 VPLGFLAGLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLGWGTLGAGGFLAYALAAVAGMGWLLGRVRGQAALTIALACAALS 503
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NTDB id 1035 TT RS08105 WP 011173974.1 L.LAAWPKPLDLWMLDVGQGDALLARMGGGEVLVDGGRAE......KGEAVVRALRALGVEALELLVATHPDADHYGGLFRVIEE 514
NTDB id 50881 DGO RS04590 WP 083847217.1 WLPGTLRPARELVFLDVGQGDATLLRLPGLTMLVDAGGSVGSDYDVGGRRVLPALRALGVRKLDVAVATHADTDHIEGLAAVLRG 544
NTDB id 1311 DR RS09490 WP 010888489.1 WLPAQLRPARELVFLDVGQGDATLLRVPGLTMLVDGGGSVGSDYDVGRGTVLPALRALGVRKLDVVVATHADTDHIEGLSSVLRG 588
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NTDB id 1035 TT RS08105 WP 011173974.1 LPREVEARLPVGEVEALKVSHHGSQSGTSEVLLERTRPRVALIGVG.PNPFGHPHPEVLERLERHGAEIRRTDQDGAVRVLFGYA 676
NTDB id 50881 DGO RS04590 WP 083847217.1 LPDPVEGRIGVGPLNLLKTAHHGSRFSTDATFLAQTHPKDALISVGARNTYGHPNAAVLERLAAAGVRVWRTDLQGTVRWPLP.. 710
NTDB id 1311 DR RS09490 WP 010888489.1 LPDPAEALIGPGHLTLLKAAHHGSRYSTGEVLLKQTKPKDVLISVG.RNTYGHPTQAVLDRIAAAGAKVWRTDQVGTVRWPLP.. 755
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