
logo MKLPAHEPRFLWQTLVALAALGATLGL IVAGGLTLGPALLWPRPHQALPQTVMTHRATALPAPPVQSAAEADGAGNAEGPPRTYAPTTASVRTPL I SGRVNLNTASTQREQLEA
NTDB id 50880 DGO RS04585 WP 043801077.1 MKPAEPFWTLALALGTLGIAGLTLGPALWPRPHAPQVMHAAPAPVSAAEAGAGAGPPTYATTASVRPLISGRVNLNTATREQLEA 85
NTDB id 1310 DR RS09495 WP 010888490.1 MLPHERLWQVALAAGALLVGGLTLGPALLPRPQLPTVTRTALPPVQ...ADANAEPRTYPTTASVTPLISGRVNLNTASQEQLEA 82
consensus ! !*!* ! *!!! ! ! **!!!!!!!! !!!* ! ! * !**!! ***! ! ! !*!!*!!!!! !!!!!!!!!!!!* !!!!!

logo LPKVGPALMAAKKRI
L
I
VAGRPYHRSTLADLDRVKRGVGEPASTLRLTLATPLVKSFWQ

NTDB id 50880 DGO RS04585 WP 043801077.1 LPKVGPALAARLVAGRPYRTLADLDRVRGVGPSTLRLLAPLVSFQ 130
NTDB id 1310 DR RS09495 WP 010888490.1 LPKVGPAMAKKIIAGRPYHSLADLDRVKGVGEATLRTLTPLVKW. 126
consensus !!!!!!!*! ***!!!!!**!!!!!!!*!!!* !!! ! !!! **

X non conserved

X similar

X ≥ 50% conserved


