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MVQNSCWIMSKSHKVKAFTLLESL ALIVISGHLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEIELDRSQFEK EGNR YMK
MVQNSCWIISKSHK KAFTLLESL ALIVISGHLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEIJELDRSQFEKVEG R YMK
MVQNSCWQSKSHKVKAFTLLESLLAL VISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEMELDRSQFEKVEGNREYMK
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK

MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK

MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK
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QDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
QDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
QDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 1563

QDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
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K non conserved
B similar
>50% conserved



