
logo MDPKFLQSAEFYRRRYHNFATLL IVPLVCL I I FLV I FLCFAKKE ITVI STGEVAPTKVVDVIQSYSDSS I IKNNLDNNAA
NTDB id 50780 SMULJ23 RS08585 WP 014678236.1 MDPKFLQSAEFYRRRYHNFATLLIVPLVCLIIFLVIFLCFAKKEITVISTGEVAPTKVVDVIQSYSDSSIIKNNLDNNAA 80
NTDB id 359 SMU RS01430 WP 002263524.1 MDPKFLQSAEFYRRRYHNFATLLIVPLVCLIIFLVIFLCFAKKEITVISTGEVAPTKVVDVIQSYSDSSIIKNNLDNNAA 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VEKGDVL I EYSENASPNRQTEQKNI IKERQKREEKEKKKHQRKSKKKKKSKSKKASKDKKKKSKNKKDEKESSSDDENETKK
NTDB id 50780 SMULJ23 RS08585 WP 014678236.1 VEKGDVLIEYSENASPNRQTEQKNIIKERQKREEKEKKKHRKSKKKKKSKSKKASKDKKKKSKNKKDEESSSDDENETKK 160
NTDB id 359 SMU RS01430 WP 002263524.1 VEKGDVLIEYSENASPNRQTEQKNIIKERQKREEKEKKKHQKSKKKKKSKSKKASKDKKKKS...KDKESSSDDENETKK 157
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!***!! !!!!!!!!!!!!

logo VS I FASEDGI IHTNPKYDGANI IPKQTE IAQIYPDIQKTRKVL ITYYASSDDVVSMKKGQTARLSLEKKGNDKVVI EGKI
NTDB id 50780 SMULJ23 RS08585 WP 014678236.1 VSIFASEDGIIHTNPKYDGANIIPKQTEIAQIYPDIQKTRKVLITYYASSDDVVSMKKGQTARLSLEKKGNDKVVIEGKI 240
NTDB id 359 SMU RS01430 WP 002263524.1 VSIFASEDGIIHTNPKYDGANIIPKQTEIAQIYPDIQKTRKVLITYYASSDDVVSMKKGQTARLSLEKKGNDKVVIEGKI 237
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NNVASSATTTKKGNLFKVTAKVKVSKKNSKL IKYGMTGKTVTVIDKKTYFDYFKDKLLHKMDN
NTDB id 50780 SMULJ23 RS08585 WP 014678236.1 NNVASSATTTKKGNLFKVTAKVKVSKKNSKLIKYGMTGKTVTVIDKKTYFDYFKDKLLHKMDN 303
NTDB id 359 SMU RS01430 WP 002263524.1 NNVASSATTTKKGNLFKVTAKVKVSKKNSKLIKYGMTGKTVTVIDKKTYFDYFKDKLLHKMDN 300
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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