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V IVLVVFHEFGHFYFFARKKRSGI LVREFAIGMGPKVI FAHQTGKDGTAVYTIR I LPLGGYVRMAGWGEDTSTE IKT
NTDB id 50748 SMULJ23 RS01870 WP 014677792.1 MSGLIAFIIIFGIIVLVHEFGHFYFARKSGILVREFAIGMGPKVFAHQGKDGTAYTIRILPLGGYVRMAGWGEDTSEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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MNVTAYDLEDKLETITGRLVLEGETKTYPEVDHDATIVEEDGTEVLR IAPLKDVQY
NTDB id 50748 SMULJ23 RS01870 WP 014677792.1 GIPAALTLNKAGVVTRIDLSDRQVDKTALPINVTAYDLEDKLEITGRVLEETKTYPVDHDATIVEEDGTEVRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!!*!!!*!*!*!*!!*!!!!!!!*!!!!*!!!!!!!!!!!*!!!*!!*!!!!!*!!!!!!!!!!!!!!*!!!!*!!!!
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NTDB id 50748 SMULJ23 RS01870 WP 014677792.1 QKASIWGRLITNFAGPMNNFILGIFVFALLIFVQGGVQDSSSNHVRVTPNSAVAKLGLKNNDQILQIGKNKVHNWNDLTN 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
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logo AVLARKESNTSQNKLFKSKKGEDAS ILPSVKTVKRTSQNGSQVEKETLIKSVI
KPKQEKVSNQGNSYVF ILGVMSPSVMLKTGFLGKDKVIVFGAGFKQMS

AWNEGAFTVAI LNAGTLKGL I LTQN
NTDB id 50748 SMULJ23 RS01870 WP 014677792.1 AVAKSTSNLKKKEAIPVKVK.TQGSVKTLKVIPKKVNGNYVIGVMPSMKTGFGDKVVGAFKMSWNGAFVILNGLKGLILQ 319
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
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MNFI I EVAIRKRKPLKNQETI ETSYITLAGV
NTDB id 50748 SMULJ23 RS01870 WP 014677792.1 PSLNKLGGPVAIYQLSNTAAREGFARVLELMAMLSINLGIFNLLPIPALDGGKILINFIEVIRKKPLKQETETYITLAGV 399
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
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NTDB id 50748 SMULJ23 RS01870 WP 014677792.1 LIMVALMIAVTWNDIMRAFF 419
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
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