
logo MKNVPTVEKHNI
SSFSKRELQQTLQRSRHLLRTELPSFSDEMIEWHIKNGYITAENS I S INKRGRYRCNRCGQTDQRYFSFYHSFSGKDNKQLYCR

NTDB id 50639 MY9 RS17855 WP 014665561.1 MKVPTEKHISFSRELQQTLQSRHLLRTELPFSDEMIEWHIKNGYITAENSISINKRGYRCNRCGQTDQRYFSFYHSFGKDQLYCR 85
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYHSSGKNKLYCR 85
consensus ! !! !!* !!!*!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !! !!!!

logo SC I
VMMGRVSEEVPLYSWKDEEGDNEQSNWKS IVKLTWDGGKLSSGQQKAANI

VL I EA I SKKREELL IWAVCGAGKTEMLFPGI ESALNQGLRV
NTDB id 50639 MY9 RS17855 WP 014665561.1 SCIMMGRVSEEVPLYSWKDGDEQNWKSVKLTWGGKLSSGQQKAANILIEAISKREELLIWAVCGAGKTEMLFPGIESALNQGLRV 170
NTDB id 108 BSU 35470 NP 391427.1 SCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFPGIESALNQGLRV 170
consensus !!*!!!!!!!!!!!!!!!* ! !!!!*!!!! !!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo C IATPRTDVVLELAPRLKAAFQGADI SALYGGSDDKGRLSPLMI STTHQLLRYKDAFIDVMI IVDEVDAFPYSADQTLQFAVQKARK
NTDB id 50639 MY9 RS17855 WP 014665561.1 CIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAFDVMIVDEVDAFPYSADQTLQFAVQKARK 255
NTDB id 108 BSU 35470 NP 391427.1 CIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVDAFPYSADQTLQFAVQKARK 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo KNSTLVYLSATPPKELKRKALQNGQLHSVR IPARHHRKQPLPEPRFVWCGNWKKKLNRNKIPPAVKRWI EFHVKEGRPVFLFVPSVS
NTDB id 50639 MY9 RS17855 WP 014665561.1 KNSTLVYLSATPPKELKRKAQNGQLHSVRIPARHHRQPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPVFLFVPSVS 340
NTDB id 108 BSU 35470 NP 391427.1 KNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPVFLFVPSVS 340
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I LEKAAACSFKDGVHNCRTASTVHAEDKHRKEKVQQFRDGQLDLL ITTTI LERGVTVPKVQTGVLGAESPS I FTESAL IVQIAGRTGRHKE
NTDB id 50639 MY9 RS17855 WP 014665561.1 ILEKAAASFKDVNCRTATVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPKVQTGVLGAESPIFTESALIQIAGRTGRHKE 425
NTDB id 108 BSU 35470 NP 391427.1 ILEKAAACFKGVHCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPKVQTGVLGAESSIFTESALVQIAGRTGRHKE 425
consensus !!!!!!!*!! !*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!

logo

H
YADGDVI FYFHFYGKTKSMLDAKRKHIKEMNEGLAAKNVECTD

NTDB id 50639 MY9 RS17855 WP 014665561.1 HADGDVIFFHYGKTKSMLDAKKHIKEMNGLAAKNE... 460
NTDB id 108 BSU 35470 NP 391427.1 YADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD 463
consensus *!!!!!!*!!*!!!!!!!!!*!!!!!!! !!!! !***
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X ≥ 50% conserved


