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VDLIVKGAVAQK
NTDB id 50623 MY9 RS12900 WP 014664669.1 ....MNWLNQHKKAMILAASAAVFTAIMIFLASGRNKEPVKQAVP........TETVNT.E.VKQEAGKDEPSEAIVIDIKGAVQ 71
NTDB id 105 BSU 25590 NP 390437.1 ....MNWLNQHKKAIILAASAAVFTAIMIFLATGKNKEPVKQAVP........TETENT.V.VKQEANNDESNETIVIDIKGAVQ 71
NTDB id 263 KZH43 RS04195 WP 000387330.1 MEAIIEKIKEYKIIVICTGLGLLVGGF..FLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLITVDVKGAVK 83
NTDB id 222 SPD RS04535 WP 000387330.1 MEAIIEKIKEYKIIVICTGLGLLVGGF..FLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLITVDVKGAVK 83
NTDB id 188 SPR RS04295 WP 000387330.1 MEAIIEKIKEYKIIVICTGLGLLVGGF..FLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLITVDVKGAVK 83
NTDB id 595 KW2 RS08725 WP 021037687.1 MEKILDKLKEYWKIMLLVVCALIAGGI..FYIFTNSPKPAETLSVENLSSSSTKSSVSKF..N..SSSSEKNKNEIMVDLKGAVA 79
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LNTKADTSL
NTDB id 50623 MY9 RS12900 WP 014664669.1 HPGVYEMRTGDRVSQAIEKAGGTNEQADEVQVNLAEILQDGTVVYIPKKGEETAVQQGAGGAV.....QSGGGKGELVNINTATL 151
NTDB id 105 BSU 25590 NP 390437.1 HPGVYEMRTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSV.....QSDGGKGALVNINTATL 151
NTDB id 263 KZH43 RS04195 WP 000387330.1 SPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTASSI......SKEKKVNLNKASL 162
NTDB id 222 SPD RS04535 WP 000387330.1 SPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTASSI......SKEKKVNLNKASL 162
NTDB id 188 SPR RS04295 WP 000387330.1 SPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTASSI......SKEKKVNLNKASL 162
NTDB id 595 KW2 RS08725 WP 021037687.1 KPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDSPTGSSVSNQISTTSGPKVNINKADL 164
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NTDB id 50623 MY9 RS12900 WP 014664669.1 EELQGISGVGPSKAEAIIAYREENGRFHTIEDITKVSGIGEKSFEKIKSSISVK 205
NTDB id 105 BSU 25590 NP 390437.1 EELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
NTDB id 263 KZH43 RS04195 WP 000387330.1 EELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 EELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 EELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 595 KW2 RS08725 WP 021037687.1 TELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
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