
logo MRNSRLLLPLMAAASATAGITAAAYFPAI FLF I LFLL I I L IKTRHAFL ITFIVCFFSF I LFFVLYAVTDSQNVSSYRQGTYQFKAVID
NTDB id 50621 MY9 RS12890 WP 014664667.1 MRNSRLLLPLAAASATAGITAAAYFPAIFLFILFLLIILIKTRHAFLTFVCFFSFILFFVLYAVTDSQNVSSYRQGTYQFKAVID 85
NTDB id 107 BSU 25570 NP 390435.1 MRNSRLLLPMAAASATAGITAAAYFPAIFLFILFLLIILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQFKAVID 85
consensus !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TIPKIDGDRMSMI
MVEKTPDKEKWAAAYR IQSADGEKEQLLYIDEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHIHWNYSVTS IQ

NTDB id 50621 MY9 RS12890 WP 014664667.1 TIPKIDGDRMSMIVKTPDKEKWAAAYRIQSADEKEQLLYIDPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHIHWNYSVTSIQ 170
NTDB id 107 BSU 25570 NP 390435.1 TIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHIHWNYSVTSIQ 170
consensus !!!!!!!!!!!!*! !!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NCSEKPENFKYKVLPSLRKHI I SFTNSLLPPDSATGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAI SGLHVGI FLTAGLFFYIMIRLG
NTDB id 50621 MY9 RS12890 WP 014664667.1 NCSKPENFKYKVPSLRKHIISFTNSLLPPDSAGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHVGIFTAGLFFIMIRLG 255
NTDB id 107 BSU 25570 NP 390435.1 NCSEPENFKYKVLSLRKHIISFTNSLLPPDSTGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHVGILTAGLFYIMIRLG 255
consensus !!! !!!!!!!!*!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!

logo ITREKAS I LLLLFLPLYVMLTGAAPSVLRAALMSGVYLAVGSLAVKWRVRSATAICLSYIAVLLLFNPYHLFEAGFQLSFAVSFSL I L
NTDB id 50621 MY9 RS12890 WP 014664667.1 ITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLVGSLAKWRVRSATAICLSYIALLLFNPYHLFEAGFQLSFAVSFSLIL 340
NTDB id 107 BSU 25570 NP 390435.1 ITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRVRSATAICLSYIVLLLFNPYHLFEAGFQLSFAVSFSLIL 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!

logo SSS I FQQVKTSLGQLATIVSL IAQLGSLP I LLYHFHQFS I I S IVPMNMLLMVPFYTFC I LLPGAVAGVLLLSLSASFGRLFFSWFDFLL I
NTDB id 50621 MY9 RS12890 WP 014664667.1 SSSIFQQVKTSLGQLAIVSLIAQLGSLPILLYHFHQFSIISIPMNMLLVPFYTFCILLGAVAGVLLLSLSASFGRLFFSWFDFLI 425
NTDB id 107 BSU 25570 NP 390435.1 SSSIFQQVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGAVAGVLLLSLSASFGRLFFSWFDLLI 425
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! !!

logo SW I
TNKRL ITKNIADI

VDVFTI
L
I
MIAHRPAPVLLFLFTVTI I LLLMAS I EKRSFLSQLMVTGSGICCSTVLMFLLFAI SYPCRLSPSEGEVDMIDIGQGD

NTDB id 50621 MY9 RS12890 WP 014664667.1 SWTNKLITKIADIDVFTLIIARPAPVLLFLFTVTIILLLMSIEKRSFSQLMVTSGICCSVLFLLFASPRLSPEGEVDMIDIGQGD 510
NTDB id 107 BSU 25570 NP 390435.1 SWINRLITNIADVDVFTIMIAHPAPVLLFLFTVTIILLLMAIEKRSLSQLMVTGGICCTVMFLLFIYPCLSSEGEVDMIDIGQGD 510
consensus !! !*!!! !!!*!!!!**!!*!!!!!!!!!!!!!!!!!! !!!!! !!!!!! !!!!*!*!!!! !*!!*!!!!!!!!!!!!!

logo SMF
YVGAPHQRGHRVL IDTGGTLSYSSEPWREKQHPFSLGEKVL IPFLTAKGIKNQLDAL I LTHADQDHIGEAE I

TLLKHHKVKRLVIP
NTDB id 50621 MY9 RS12890 WP 014664667.1 SMYVGAPHQRGHVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKGINQLDALILTHADQDHIGEAETLLKHHKVKRLVIP 595
NTDB id 107 BSU 25570 NP 390435.1 SMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKGIKQLDALILTHADQDHIGEAEILLKHHKVKRLVIP 595
consensus !!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!



logo KGFVSEPKDEKVLQAAKREEGVAI EEVKRGDVLQIKDLQFHVLSPEAPDPASKNNSSLVLWMEMTGGMSWI LTGDLEKEGEQEVMKNV
NTDB id 50621 MY9 RS12890 WP 014664667.1 KGFVSEPKDEKVLQAAKEEGVAIEEVKRGDVLQIKDLQFHVLSPEAPDPASKNNSSLVLWMEMGGMSWILTGDLEKEGEQEVMKV 680
NTDB id 107 BSU 25570 NP 390435.1 KGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSPEAPDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMNV 680
consensus !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !

logo FPNIKADVLKVGHHGSKGSTGEEF IKQQLQRPKTAI I SAGKNNRYHHPHQEKVLQI
LLQRHS IRVLRTDQNGTIQYRYKQNRVGTFSVYP

NTDB id 50621 MY9 RS12890 WP 014664667.1 FPNIKADVLKVGHHGSKGSTGEEFIKQLRPKTAIISAGKNNRYHHPHQEVLQILQRHSIRVLRTDQNGTIQYRYQNRVGTFSVYP 765
NTDB id 107 BSU 25570 NP 390435.1 FPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKNNRYHHPHQKVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTFSVYP 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!

logo PYDTSDITETN
NTDB id 50621 MY9 RS12890 WP 014664667.1 PYDTSDITETN 776
NTDB id 107 BSU 25570 NP 390435.1 PYDTSDITETN 776
consensus !!!!!!!!!!!
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