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NTDB id 50607 MY9 RS09620 WP 014664083.1 LEKIESKQTKLKGVLEYYCNFFRGMHEFDKKEYIKAIRSYKIAEKKLALVTDEIERAEFYFKMAEVYYHMKQTHVSMHYAEAALN 167
NTDB id 126 BSU 03770 NP 388259.1 SRNIDSNQADLKGLLDYYVNFFRGMYEFDKREFISAITYYKQAEKKLSFVADHIERAEFYFKIAEAYYYMKQTYFSLINIKNAYE 170
NTDB id 128 BSU 37460 NP 391626.1 LLEIDKKQARLTGLLEYYFNFFRGMYELDQREYLSAIKFFKKAESKLIFVKDRIEKAEFFFKMSESYYYMKQTYFSMDYARQAYE 169
consensus * !***!**!*!*!*!! !!!!!!*!*!**!***!!***! !!*!! *! ! !!*!!!*!!**! !!*!!!!**!* ****!**

logo IYVKDEHQKEATYTNI
VR I

L
R

L
IQCAHSFLVVFGAGTVNLFDLMDELEKRGNQFHYEDKQAAIVPRSHLFKQGKLAYLKNSDMS

A
E
K
QAI

E
K
N
Q

Q
K
A
H
P

K
QL IMVGARASTYLYNI

LGNLCKYNYKNSMQDKSELQLYEDDKPAAIDEPYI
F
E
G
K

K
Q
RAI

V
A
S
L
T
V

Y
FEENS

NTDB id 50607 MY9 RS09620 WP 014664083.1 IYKDQKTYTVRRIQCAFVVAGNFDDLEGHEKAVPHLQGALKDSKAINKHKLIGASLYNLGNCYYKMKEYDKAAEYIGQAVSLYEN 252
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NTDB id 50607 MY9 RS09620 WP 014664083.1 DK.SDLLPHTLFTLTQIYFKMKDIEKGFILYKKGIEKAQAINDDVLVAEFNYLKALYIDSIDKRTVFQTFSVLKDNVMYPDLEEL 336
NTDB id 126 BSU 03770 NP 388259.1 SRIVNSLPQAYFLITLIYYKQGKHDKASEYHKRGYEYAKETDDADYAVKFEFLQSLYLDQPNEEGIERCFQYLKNKNMYADIEDL 340
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NTDB id 50607 MY9 RS09620 WP 014664083.1 ALDTANYCKEIGQFENSTTFFDVMVDARIQIQRGECLYEI.. 376
NTDB id 126 BSU 03770 NP 388259.1 ALEVAKYYYEQKWFKLSASYFLQVEEARKQIQRSEGLYEIEI 382
NTDB id 128 BSU 37460 NP 391626.1 AIDVAKYYHERKNFQKASAYFLKVEQVRQLIQGGVSLYEIEV 381
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