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NTDB id 599 KW2 RS05940 WP 021037268.1 ...............MITNFDLFRWKKAGMT.NLGVNKLLKFFRKYDRKISLRQ.MGQVAQVKSIPNFIEQYKNQDVKKLRADYK 68
NTDB id 1250 GCO85 RS13065 WP 027219989.1 MNNLQPLLALNRMKR.IGPRTVLKLQKRWPDLNLMFQLS.........SVDLEEAGLPSWLAQTIKNFDPDFIKTDLN.WLSSSE 74
NTDB id 50603 MY9 RS08850 WP 014663958.1 MDQAAACLTTCRINQLLSPSLLLKWWKADPSMSLTSSVL.........QTVTRDKMKAAALKKKIEEFYPKLQRVLAA.YR..EQ 73
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NTDB id 599 KW2 RS05940 WP 021037268.1 SAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVVVEAKLRSGSLITCERA 236
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