
logo MPF ITKI SATQKKNTERFNI FLDNDKYAFSVDADVLVKFYELKKGKELDDLDI I E IQYGDEVKKGFNRALDEFLSYRMRSTKEVEDHLK
NTDB id 50583 MY9 RS04790 WP 014663264.1 MPFITKISAQKKNTERFNIFLNDKYAFSVDADVLVKYELKKGKELDDLDIIEIQYGDEVKKGFNRALEFLSYRMRSTKEVEDHLK 85
NTDB id 116 BSU 08520 NP 388733.1 MPFITKISTQKKNTERFNIFLDDKYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRSTKEVEDHLK 85
consensus !!!!!!!! !!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!

logo KKETSPPVIAEVIHKRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFEDQTREAVKHVEKLLK
NTDB id 50583 MY9 RS04790 WP 014663264.1 KKETSPPVIAEVIHKLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFEDQTREAVKHVEKLLK 170
NTDB id 116 BSU 08520 NP 388733.1 KKETSPPVIAEVIHRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFEDQTREAVKHVEKLLK 170
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KDKKLSTKELKQRAQLMQLQRKGFSFDVINSAALMDEQI EYENDEDTEKEALR I
L
H
QAEKAFLRKYRYDGSYESAMKVKQFLFRKGFSLDL I

NTDB id 50583 MY9 RS04790 WP 014663264.1 KDKKLSTKELKQRAQMQLQRKGFSFDVINAALEQIEYENDEDTEKEALRIQAEKALRKYRYDGSYESAMKVKQFLFRKGFSLDLI 255
NTDB id 116 BSU 08520 NP 388733.1 KDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMKVKQFLFRKGFSLDLI 255
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!! !!**!!!!!!!!!!!!!!!!**!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EQFLLHQEEEY
NTDB id 50583 MY9 RS04790 WP 014663264.1 EQFLHEEE. 263
NTDB id 116 BSU 08520 NP 388733.1 EQLLQEEEY 264
consensus !! !*!!!*
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