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MMAVHKQIARFSLEQTI LVEHNEQDAL I L
NTDB id 50477 HCW RS06515 WP 014661432.1 MSSLLASLKNLPECSGVYQYFDKDNQLLYIGKAKNLKKRVRSYFSIQDDEVFVNKRNSPRIQIMAHQIRSLQTILVEHEQDALIL 85
NTDB id 1206 C694 RS04180 WP 000774319.1 MADLLSSLKNLPNSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNHRASLRIQMMVKQIAFLETILVENEQDALIL 85
consensus ! !! !!!!!! *!!!!!!!!! !!!!!!!!!!!!!!**!!!!! !* *!*! !*!!!*! *!! ! !!!!!*!!!!!!!

logo ENSL IKQLKPKYNI LLRDDKTYPYIYMDFSTVDFP IPL ITRKI
VLKQPSGNI

VKVYFGPFTSGAKDI LDSLYELLPLVQKKNC IKDKKAC I
L

NTDB id 50477 HCW RS06515 WP 014661432.1 ENSLIKQLKPKYNILLRDDKTYPYIYMDFSVDFPIPLITRKVLKQSNIKVFGPFTSGAKDILDSLYELLPLVQKKNCIKDKKACL 170
NTDB id 1206 C694 RS04180 WP 000774319.1 ENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKKNCIKDKKACI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!* *! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo FYQI ERCKAPCENKITKEEYLKIAKQERACLEMI ENKDLRL IVKELAELKMERLSNHNLRFEEAL IYRDR IATKR IKQKIAPFNLTCRMDLAKLYDLD
NTDB id 50477 HCW RS06515 WP 014661432.1 FYQIERCKAPCENKITKEEYLKIAQRALEMIENKDLLVKELALKMERLSNHLRFEEALIYRDRITRIKKIAPNLRMDLAKLYDLD 255
NTDB id 1206 C694 RS04180 WP 000774319.1 FYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNNLRFEEALIYRDRIAKIQKIAPFTCMDLAKLYDLD 255
consensus !!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!! !*!!! !!!!!!!!*!!!!!!!!!!!!! *! !!!! *!!!!!!!!!!

logo I FAFYGSAEGSHNKNAVLVKMFMREGGKI I SSAFEKR I
LHSLQNDGFDI
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D
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MKQAI ILNHYQASHLPFLMVPEQI LLANQASCNSDNETLKLELEQETF ILNSHNQRYHS
NTDB id 50477 HCW RS06515 WP 014661432.1 IFAFYSEGHNAVLVKMFMREGKIISSAFERLHSQNDFDIEEVIKQAILNHYQAHLPFVPEQILLAQSCNDETLLELETFLNNRYH 340
NTDB id 1206 C694 RS04180 WP 000774319.1 IFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPLMPEQILL.NACSNETLKELQEFISHQYS 339
consensus !!!!! * !!!!!!!!! !!!!!!!!!**!! ! !! *! *!!!!*!!!! !!! *!!!!!!** ! !!! !! !* * !*
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VPKKRGDKFLAL I EQIAMKTNAKQE I FNSAQEKAKLTESFLDNEDEEL ILLELENAIQRESLFKSLERCLLMPYRVE I
VFDTSHHASNSKSHQCVGGMI

VVYENKNAEFQK
NTDB id 50477 HCW RS06515 WP 014661432.1 KKVSLVVPKRGDKFALIQIAMTNAKEIFNAKALEFLDEEELLLNIQELFSLRLLPYRVEVFDTSHHANKHCVGGMIVYENKEFQK 425
NTDB id 1206 C694 RS04180 WP 000774319.1 KKIALSIPKKGDKLALIEIAMKNAQEIFSQEKTS..NEDLILEEARSLFKLECMPYRVEIFDTSHHSSSQCVGGMVVYENNAFQK 422
consensus !!* ! *!!*!!! !!! !!! !! !!! ** !* *! !! ! **!!!!!*!!!!!! *!!!!!*!!!! !!!
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I
L
A
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MI
NTDB id 50477 HCW RS06515 WP 014661432.1 DSYRRYHLEGENEYAQMTELLTRRALSFDKNPPPDLWVIDGGKAQLKIALEVIASSGSSVEVIAISKEKRDFKAYRSKGGAKDMI 510
NTDB id 1206 C694 RS04180 WP 000774319.1 NSYRRYHLKGSDEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSSGSFVEVIAISKEKRDSKAYRSKGGAKDII 507
consensus !!!!!!! ! !! !!*!!!!!!!! ! ! !!! !!!!!!!*!!! !!!!** !!!! !!!!!!!!!!!! !!!!!!!!!!!*!

logo HTPSSDQTFLAKLLPSDKRLQWVQKLRDESHRYAINSFHRASQTKLQAKNSMVKKQIALLEKEKGIGEKASVKKLLDYFGSFEAI EKASEQEKNAVLKRK
NTDB id 50477 HCW RS06515 WP 014661432.1 HTSSQTLALLPSDKRLQWVQKLRDESHRYAISFHRAQKQASVKKIALLEEKGIGKASVKKLLDYFGSFEAIEKASEQEKNAVLRK 595
NTDB id 1206 C694 RS04180 WP 000774319.1 HTPSDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGIGEASVKKLLDYFGSFEAIEKASEQEKNAVLKK 592
consensus !!*! ! !!!!!!!!!!!!!!!!!!!!!!! !!! ! *! !!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!



logo R I
NTDB id 50477 HCW RS06515 WP 014661432.1 RI 597
NTDB id 1206 C694 RS04180 WP 000774319.1 RI 594
consensus !!
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