
logo MKDTKTSTFKQGAFDELLTTPKESYLVCFGVFI LGSLLFLAFINLYLEYLSNYKQKLDFSKPMTSFLNSAQI LLQYPKMTKDNQKSTYFVLKLKQSAKQGNHMI FYTT
NTDB id 50467 HCW RS00990 WP 014660365.1 MKTTSFKGAFDLLTTPKESLVCFVILGLLFAFNLYLEYSNYKKLDFSKPMSFNAQILLQYPKMKNQKSYFVLKLKSAQGHIFYTT 85
NTDB id 1208 C694 RS07015 WP 000653622.1 MKDKTFQGAFELLTTPKEYLVCGVFLSLLLAINLYLEYLNYQKLDFSKPTSLSAQILLQYPKTKDQKTYFVLKLQS.KNMIFYTT 84
consensus !! *! !!!*!!!!!!! !!! ! ! !! ! !!!!!! !! !!!!!!! ! !!!!!!!!! ! !!*!!!!!! !* *!!!!!

logo

I
TKEPLKNLQYRHYAQRFFGKI

V
K
MPCNSFLEQSLKSCFYFHQTYSFSLLTHRKQDFKASHLWRHNF IDSAMHESNADFL IVGSNLYRALF ILGDSLNKDLRDRAN

NTDB id 50467 HCW RS00990 WP 014660365.1 TKEPLKNLQYRYARFFGKVMPCNFLQSLKSCYFHTYSFSLLHKQDFKAHLRNFIDSMHSNDFISNLYRALFLGDSLNKDLRDRAN 170
NTDB id 1208 C694 RS07015 WP 000653622.1 IKEPLKNLQYRHAQFFGKIKPCSFLESLKSCFFQTYSFSLTRKQDFKSHWRHFIDSAHENALVGNLYRALFIGDSLNKDLRDRAN 169
consensus !!!!!!!!!!*! !!!!* !! !! !!!!!*!*!!!!!! *!!!!! ! !*!!!! ! ! * !!!!!!!*!!!!!!!!!!!!!

logo

A
SLGINHLLAI SGFHLGI LSAVSTLVYFLLSSLFYKTPLQKNRYFPYRNAFFYDI

VGVLVWVFLMLGYLLVLLDFLPSFFRAFLMGLLGFLACFFG
NTDB id 50467 HCW RS00990 WP 014660365.1 SLGINHLLAISGFHLGILSATLYFLLSLFYKPLQNRYFPYRNAFFDVGVLVWVFMLGYLVLLDFLPSFFRAFLMGLLGFLACFFG 255
NTDB id 1208 C694 RS07015 WP 000653622.1 ALGINHLLAISGFHLGILSVSVYFLSSLFYTPLQKRYFPYRNAFYDIGVLVWVFLLGYLLLLDFLPSFFRAFLMGLLGFLACFFG 254
consensus !!!!!!!!!!!!!!!!!! **!!! !!!! !!! !!!!!!!!!*!*!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!

logo

I
VRLLSFKLL I LACSCL IA IALLPKLLFSVGFLLSVCGVWYI FLFLKHATKQAI FFKDTNSSFLLMRRFSFIQAI SLSAVLVFFLNML I IVVHAFFPMFS

NTDB id 50467 HCW RS00990 WP 014660365.1 IRLLSFKLLILASLIAIALLPKLLFSVGFLLSVCGVWYIFLFLKHAKAFFKDNSLLRRFIQAISLSVLVFFNMLIVVHAFFPMFS 340
NTDB id 1208 C694 RS07015 WP 000653622.1 VRLLSFKLLILACCIAIALLPKLLFSVGFLLSVCGVWYIFLFLKHTQIFFKTSSFLMRSFQAISLSALVFLNMLIIVHAFFPMFS 339
consensus *!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! ! ! ! !!!!!! !!! !!!!*!!!!!!!!!

logo

F
PYQLFLS IPLGFL IVF IVVFFPLSLFLHAI

V
G
NLGHSLLDNRFLLNSMTPLETIPTI S IVHPSTPLWLLGVFHLCFLTI

LLSAVRFFKAVYLSMNI
VLSAVGSFFLYC

NTDB id 50467 HCW RS00990 WP 014660365.1 FYQLLSIPLGFVFVVFFPLSLFLHAINLGHLLDNFLNTPLEIPTISIHTPLWLLGVFLCLTLLSVRFFKAYLSMNILSVSFFLYC 425
NTDB id 1208 C694 RS07015 WP 000653622.1 PYQLFSIPLGLIFIVFFPLSLFLHAVGLGSLLDRLLSMPLTIPTISVPSPLWLLGVHLFLTILSARFFKVYLSMNVLSAGFFLYC 424
consensus *!!! !!!!! *!*!!!!!!!!!!!* !!*!!! ! !! !!!!!* *!!!!!!!*!*!!*!! !!!! !!!!!*!! !!!!!

logo CYQYI IMPSL IVGN
NTDB id 50467 HCW RS00990 WP 014660365.1 CYQYIIMPSLIVGN 439
NTDB id 1208 C694 RS07015 WP 000653622.1 CYQYIIMPSLIVG. 437
consensus !!!!!!!!!!!!!*
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