
logo MRKVLTYAFLLMGSFLLMLAVFSAL ILKADDEFL ILEEASNEQKTATPAPNLNHPMQDLNAIQGNSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMATLLFYF
NTDB id 50461 HCW RS00175 WP 014660210.1 MR...TFLLSLMLVFSLIKADELIEESNQKT.PNLNHPMQDLNAIQNSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMATLLYF 81
NTDB id 1217 CAA10656.1 1440..2420( ) MRKVLYALMGFLLAFSALKADDFLEEANETAPANLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMATLLFF 85
consensus !!*** !* *! !! *!!!* *!! ! **!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo

K
SKP IKSDFVLGDKVGFDNAKI LESNDER I LL IKPLQIGVDSNI SV IDDSEGKI FSFYVFSTTFTSSKHPNLQVFYI EDKNYYSNAF ILKKPEQ

NTDB id 50461 HCW RS00175 WP 014660210.1 KKPIKDFVLGDKVGFNAKILESNERILLIKPLQIGVDSNISVIDDEGKIFSFYVFSTTFTSSKHPNLQVYIEDKNYYSNAFIKKE 166
NTDB id 1217 CAA10656.1 1440..2420( ) SKPISDFVLGDKVGFDAKILESNDRILLIKPLQIGVDSNISVIDSEGKIFSFYVFSTTFTSSKHPNLQVFIEDKNYYSNAFLKPQ 170
consensus !!! !!!!!!!!!! !!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!*

logo NKTELNVLENALENTPTNNKPLEKEKKPKPEKETVKEKEEDETI
L
I
T IGDNSTNASMKI IVKKDIKQKGYKVALKSSQRKWYCLGWI

LCSKKSKNLSLMPKE I F
NTDB id 50461 HCW RS00175 WP 014660210.1 NTL.................EKPPKEVKEKEEDTLIIGDSTNSMKIIKKDIKKGYVALKSSQRKWYCLWLCSKKSNLSLMPKEIF 234
NTDB id 1217 CAA10656.1 1440..2420( ) NKENVLENALENTPTNNKPLKEKKEETKEKEEETITIGDNTNAMKIVKKDIQKGYKALKSSQRKWYCLGICSKKSKLSLMPKEIF 255
consensus ! ***************** ** ! !!!!!*!* !!! !! !!!*!!!! !!! !!!!!!!!!!!! *!!!!! !!!!!!!!!
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logo NDKHQFTYFKFDKKRLALSSKFPVIYKVVDGYDNPVNTR IVGDYI IAEDVSTKQWTLRLQGKDYLC IRFKVAKKQGKKDEO
NTDB id 50461 HCW RS00175 WP 014660210.1 NDKHFTYFKFDKKLASSKFPVIYKVVDGYDNPVNTRIVGDYIIAEDVSTQWTLRQGKDYLCIRFKAQK.... 302
NTDB id 1217 CAA10656.1 1440..2420( ) NDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTRIVGDYIIAEDVSTKWTLRLGKDYLCIRFVKKGKDE* 326
consensus !!!*!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!!! ***
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