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NTDB id 50460 HCW RS00170 WP 014660209.1 MNKWLKGVLIFLGGFVVIMATSLIYHKKPKAPLNNQPNLLSDDEVKYPLQDYIFAQNSNQNNENNSKDATIKALQQQLEVALKTL 85
NTDB id 1218 CAA10657.1 2413..3543( ) MNKWLKGVIVFIGGFATITTISLVYHQKPKAPLNNQPSLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKAALKAL 85
consensus !!!!!!!!**!*!!! ! !!*!! !!!!!!!!!! !! !!!!!!!!!!! ! !!*** ! !!!!!!!!!! !! !!! !

logo NSKQEKI
M
N
S
P
Y
P
SKEQE I

T
PKDFKTKSPP I

T
D
K
PNTNTPYPSKKDFLSLEKQLDLLAATR ITPFEKEQSPKNYEENL I FPTVDNSPSKGIDGSFTNLKEKDIATTNENKR

NTDB id 50460 HCW RS00170 WP 014660209.1 NSQKISPPKQEIPKDFTKPPTK..TNYSKKDLSLEQLDLLATRITPFEESPKNYEENLIFPTDSSKGIDSFTNLKEKDITTNENR 168
NTDB id 1218 CAA10657.1 2413..3543( ) NSKEMNYSKEET...FKSPPIDPNTTPPKKDFSLKQLDLLAARITPFKQSPKNYEENLIFPVDNPKGIDGFTNLKEKDIATNENK 167
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logo LLRTITADKMIPAFL ITP I SSQIAGKVIAQVESDI FAHNMGKAVL IPKGSKVIGYYNSNNNKMGEYRLDIVWSTR I ITPHGINIMLTN
NTDB id 50460 HCW RS00170 WP 014660209.1 LLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFANMGKAVLIPKGSKVIGYYNNNNKMGEYRLDIVWTRIITPHGINIMLTN 253
NTDB id 1218 CAA10657.1 2413..3543( ) LLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWSRIITPHGINIMLTN 252
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logo AKGADIKGYNGLVGEL I ERNFQRYGMVPLLLSTLTNGLL IG I
LTSALNNKRGNKEDGATTNFFGDYLLMQLMI
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VNQI LRDK

NTDB id 50460 HCW RS00170 WP 014660209.1 AKGADIKGYNGLVGELIERNFQRYGMPLLLSTLTNGLLIGLTSALNNKGNKEDTTNFFGDYLLMQMIRQSGTGINQVINQILRDK 338
NTDB id 1218 CAA10657.1 2413..3543( ) AKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLLMQLMRQSGMGINQVVNQILRDK 337
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logo SKIAP IVVIREGSRVF I SPNTDI FFP I
MPKRESNEVIAEFLEKO

NTDB id 50460 HCW RS00170 WP 014660209.1 SKIAPIVVIREGSRVFISPNTDIFFPMPKSNEVIAEFLE. 377
NTDB id 1218 CAA10657.1 2413..3543( ) SKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLK* 376
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