
logo MADSLLLSSLKNLPSNSSSGVYQYFDKNHRQLLYIGKAKNLKKR I
V
K
RSYFS IRNGNE I

V
M
TPNHIRATSLR IQMMVAKQIAFLETI LVEHNEQDAL I L

NTDB id 50456 HCD RS05785 WP 014659643.1 MASLLLSLKNLSSSSGVYQYFDKNHQLLYIGKAKNLKKRVRSYFSIRNGEVMPNIRTSLRIQMMVAQIAFLETILVEHEQDALIL 85
NTDB id 1206 C694 RS04180 WP 000774319.1 MADLLSSLKNLPNSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNHRASLRIQMMVKQIAFLETILVENEQDALIL 85
consensus !! !! !!!!!* !!!!!!!!!!!*!!!!!!!!!!!!!!**!!!!!!! !* !!*! !!!!!!!! !!!!!!!!!!!*!!!!!!!

logo ENSL IKQLKPKYNI
VLLRDDKTYPYIYMDFSSTDFP IPL ITRKI

VLKQPGNI
VKVYFGPFTSGAKDI LDSLYELLPLVQKKNC IKADKKAC I

M

NTDB id 50456 HCD RS05785 WP 014659643.1 ENSLIKQLKPKYNVLLRDDKTYPYIYMDFSSDFPIPLITRKVLKQPNIKVFGPFTSGAKDILDSLYELLPLVQKKNCIKAKKACM 170
NTDB id 1206 C694 RS04180 WP 000774319.1 ENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKKNCIKDKKACI 170
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!! *! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!*

logo FYQI ERCKAPCENKITKEEYLKIAKQERACLEMI ENKDLRL IKRELAELKMERFLSNQNLRFEEAL IVYRDR I
MAKIQKIAPFTCRMDLAKLYDLD

NTDB id 50456 HCD RS05785 WP 014659643.1 FYQIERCKAPCENKITKEEYLKIAQRALEMIENKDLLIRELALKMERFSQNLRFEEALVYRDRMAKIQKIAPFTRMDLAKLYDLD 255
NTDB id 1206 C694 RS04180 WP 000774319.1 FYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNNLRFEEALIYRDRIAKIQKIAPFTCMDLAKLYDLD 255
consensus !!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!! !!*!! !!!!! !*!!!!!!!!*!!!!*!!!!!!!!!!*!!!!!!!!!!

logo I FAFYGSAENSHNKAVLVKMFMRGKGKI I SSAFEKIHSLVNGFDTDEEAVI
MKQAI

L INHYKQASHLPLLMPEQI LLNSACSNETVL IKELQEVF ILNSAHQRYSK
NTDB id 50456 HCD RS05785 WP 014659643.1 IFAFYSENHKAVLVKMFMRKGKIISSAFEKIHSVNGFDTEEVIKQALINHYKAHLPLLPEQILLSACSNEVLIELQVFLNARYSK 340
NTDB id 1206 C694 RS04180 WP 000774319.1 IFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPLMPEQILLNACSNETLKELQEFISHQYSK 340
consensus !!!!! *!!!!!!!!!! !!!!!!!!!!!!!*!!!!!*! *!!!*!!!! !!!!*!!!!!! !!!!! ! !!! !* * !!!

logo KIATLS IPKKGDKLAL IVE IAMKNAKQE I FNSQEKTHSNEDELQI LEEAVRSLFLKNLECMPYRVE I FDTSHHASSSQCVGGMVVYENGNAVFQKKNASY
NTDB id 50456 HCD RS05785 WP 014659643.1 KITLSIPKKGDKLALVEIAMKNAKEIFNQEKTHNEEQILEEVRSLLNLECMPYRVEIFDTSHHASSQCVGGMVVYENGVFQKKAY 425
NTDB id 1206 C694 RS04180 WP 000774319.1 KIALSIPKKGDKLALIEIAMKNAQEIFSQEKTSNEDLILEEARSLFKLECMPYRVEIFDTSHHSSSQCVGGMVVYENNAFQKNSY 425
consensus !! !!!!!!!!!!!!*!!!!!!! !!! !!!!*!!* !!!! !!! !!!!!!!!!!!!!!!! !!!!!!!!!!!!! !!! !

logo RCRYHLEKGSVDNEYATQMS
TELLTRRALDKFAKEPPPNLWVI

VDGGKRAQLKNIALE I
VLKSSGSFVEVI

VAI SKEKRDFSKAYRSKGGAKRDI IHTPS
NTDB id 50456 HCD RS05785 WP 014659643.1 RCYHLEGVNEYAQMTELLTRRALKFAKEPPPNLWVVDGGKAQLKIALEVLKSSGSFVEVVAISKEKRDFKAYRSKGGARDIIHTS 510
NTDB id 1206 C694 RS04180 WP 000774319.1 RRYHLKGSDEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSSGSFVEVIAISKEKRDSKAYRSKGGAKDIIHTP 510
consensus !*!!! ! !! !!*!!!!!!!! !!!!!!!!!!!*!!!*!!! !!!!*!!!!!!!!!!*!!!!!!!! !!!!!!!!!*!!!!!*

logo SDRTFLKTLLPSDKRLQWVQKLRDESHRYAINSFHRSTKLKNSMVKQIALLEKEKGIGEKASVKKLLDYFGSFEAI EKASEQEKNAVLKRKR I L
NTDB id 50456 HCD RS05785 WP 014659643.1 SRTLTLLPSDKRLQWVQKLRDESHRYAISFHRSTKLKSVKQIALLEEKGIGKASVKKLLDYFGSFEAIEKASEQEKNAVLRKRIL 595
NTDB id 1206 C694 RS04180 WP 000774319.1 SDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGIGEASVKKLLDYFGSFEAIEKASEQEKNAVLKKRI. 594
consensus ! ! !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! *!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*
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