
logo MKDTKTSTFKQGAFDELLTTPKETYLVCGLVFI LGSLLFLAVFINLYLEYLSHNYKQKLDFSKPMTSFLNSAQI LLQYPSKMTKDNQKSTYFVLKLKQSAKQGNAMI FYTT
NTDB id 50451 HCD RS04245 WP 014659358.1 MKTTSFKGAFDLLTTPKETLVCLVILGLLFVFNLYLEYSHYKKLDFSKPMSFNAQILLQYSKMKNQKSYFVLKLKSAQGAIFYTT 85
NTDB id 1208 C694 RS07015 WP 000653622.1 MKDKTFQGAFELLTTPKEYLVCGVFLSLLLAINLYLEYLNYQKLDFSKPTSLSAQILLQYPKTKDQKTYFVLKLQS.KNMIFYTT 84
consensus !! *! !!!*!!!!!!! !!! ! ! !! !!!!!! *! !!!!!!! ! !!!!!!!*! ! !!*!!!!!! !* !!!!!

logo

I
TKEPLKNLQYRHYAQRFFGKI

V
K
MPCSFLESLKSCFYFHQTYSFSLLTHRKQDFKSHYLWRHNF IDSAFHESNANL IVGSNLYRALF ILGDSLNKDLRDRAN

NTDB id 50451 HCD RS04245 WP 014659358.1 TKEPLKNLQYRYARFFGKVMPCSFLESLKSCYFHTYSFSLLHKQDFKSYLRNFIDSFHSNNLISNLYRALFLGDSLNKDLRDRAN 170
NTDB id 1208 C694 RS07015 WP 000653622.1 IKEPLKNLQYRHAQFFGKIKPCSFLESLKSCFFQTYSFSLTRKQDFKSHWRHFIDSAHENALVGNLYRALFIGDSLNKDLRDRAN 169
consensus !!!!!!!!!!*! !!!!* !!!!!!!!!!!*!*!!!!!! *!!!!!!* !*!!!! ! ! !* !!!!!!!*!!!!!!!!!!!!!

logo

A
SLGI

VNHLLAI SGFHLGI LSAVSTLVYFLLSSLFYKTPLQKNRYFPYRNAFFYDIGVLVWVFLMLGYLLVLLDFLPSFFRAFLMGLLGFLACFFG
NTDB id 50451 HCD RS04245 WP 014659358.1 SLGVNHLLAISGFHLGILSATLYFLLSLFYKPLQNRYFPYRNAFFDIGVLVWVFMLGYLVLLDFLPSFFRAFLMGLLGFLACFFG 255
NTDB id 1208 C694 RS07015 WP 000653622.1 ALGINHLLAISGFHLGILSVSVYFLSSLFYTPLQKRYFPYRNAFYDIGVLVWVFLLGYLLLLDFLPSFFRAFLMGLLGFLACFFG 254
consensus !!*!!!!!!!!!!!!!!! **!!! !!!! !!! !!!!!!!!!*!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!

logo

I
VRLLSFKLL I LACCL IA IALFLPKLLFSVGFLLSVCGVWYI FLFFLKRHATKQI

TFFKNTDSSFLMRFSFQAI SLSAI LVFFLNML I IVHAFFPMFS
NTDB id 50451 HCD RS04245 WP 014659358.1 IRLLSFKLLILACLIAIALFPKLLFSVGFLLSVCGVWYIFLFFRHAKTFFKNDSFLMRFFQAISLSILVFFNMLIIVHAFFPMFS 340
NTDB id 1208 C694 RS07015 WP 000653622.1 VRLLSFKLLILACCIAIALLPKLLFSVGFLLSVCGVWYIFLFLKHTQIFFKTSSFLMRSFQAISLSALVFLNMLIIVHAFFPMFS 339
consensus *!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!!!!!!!!!! *! !!! !!!!! !!!!!!! !!! !!!!!!!!!!!!!!

logo PYQLFS IPLGFL IVF IVVFFPLGSLFLHAIVGNLGHSLLDNRFLLSMTPLETIPTI SMVHPSTPLWLLGAVHYLCFLTI
LLSAVRFFKAVYL ISMNI

VLSAVGFFLYC
NTDB id 50451 HCD RS04245 WP 014659358.1 PYQLFSIPLGFVFVVFFPLGLFLHIVNLGHLLDNFLSTPLEIPTISMHTPLWLLGAYLCLTLLSVRFFKAYLIMNILSVGFFLYC 425
NTDB id 1208 C694 RS07015 WP 000653622.1 PYQLFSIPLGLIFIVFFPLSLFLHAVGLGSLLDRLLSMPLTIPTISVPSPLWLLGVHLFLTILSARFFKVYLSMNVLSAGFFLYC 424
consensus !!!!!!!!!! *!*!!!!! !!!! ! !!*!!! !! !! !!!!!* *!!!!!! *!*!!*!! !!!! !! !!*!! !!!!!!

logo CYQYI IMPSL IVGN
NTDB id 50451 HCD RS04245 WP 014659358.1 CYQYIIMPSLIVGN 439
NTDB id 1208 C694 RS07015 WP 000653622.1 CYQYIIMPSLIVG. 437
consensus !!!!!!!!!!!!!*
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