
logo MI LACDVGLKR IG I
LAAI LLENGVI LPLEAS I LRHKNRNQASKRDLSDHLLKREKGNI

V
Q
T
T
VLVVGKPHSESYAVDTNAIR I EKHF IKTLLVDFKGE IVF IN

NTDB id 50448 HCD RS02125 WP 014658970.1 MILACDVGLKRIGLAILLEGVILPLESILRKNRNQASKDLSHLLKEKGVTTLVVGKPSESYVDTNIRIKHFITLLDFKGEIVFIN 85
NTDB id 1213 C694 RS01715 WP 000599146.1 MILACDVGLKRIGIAALLNGVILPLEAILRHNRNQASRDLSDLLREKNIQVLVVGKPHESYADTNARIEHFIKLVDFKGEIVFIN 85
consensus !!!!!!!!!!!!!*! !! !!!!!!! !!!*!!!!!!*!!!*!!*!! * !!!!!!*!!! !!! !! !!! !*!!!!!!!!!!

logo EDNRSS I EAYEDNLEGHLGKKNKQRI
LA I

QKDGRLDSLSACR I LERYCVKQKSVYL IKKNHIQ
NTDB id 50448 HCD RS02125 WP 014658970.1 EDNSSIEAYEDLGHLGKKNKQIAQKDGRLDSLSACRILERYVKSYLIKIQ 135
NTDB id 1213 C694 RS01715 WP 000599146.1 EDRSSIEAYENLEHLGKKNKRLAIKDGRLDSLSACRILERYCQKVLKNH. 134
consensus !! !!!!!!! ! !!!!!!! *! !!!!!!!!!!!!!!!!!* ! **

X non conserved

X similar

X ≥ 50% conserved


