
logo MLEKLLVSATIKQKVSNYFLLGVLPKSYSMSEENNI LGLYDEHFLLTKNENLVGI LRSLEGI
VSYTHLNSMTEQLQDLFTERQMALDSLEKV

NTDB id 50445 HCD RS00200 WP 014658597.1 MLEKLVSTIKQKVSNYLLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILSLEGISYTHLNMEQLQDLFTERQMALDSLEKV 85
NTDB id 1219 C694 RS00105 WP 000890508.1 MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALDSLEKV 85
consensus !!!!!*! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!! !!!!!!!!!!!!!!!!!!!!

logo VAVR I
LVAVKRRKI

MDHYQRQNI
TQASDKSKQFYLVQAI LDNKQFENKEVYENQYFLVLESTHSLHWGVLEHKKKQSLMHRANKRENFKDI LSYKASHFLQETL

NTDB id 50445 HCD RS00200 WP 014658597.1 VVRIVAKRRKMDYRQNTQAKSKFVQAILDKFENKEVYENQYFLVLESTHSLWGVLEHKKQSLMRANKENFKDILSYKSHFLQETL 170
NTDB id 1219 C694 RS00105 WP 000890508.1 VARLVVKRRKIDHQQNIQSDSQYLQAILNQFENKEVYENQYFLVLESTHSLHGVLEHKKKSLMHANRENFKDILSYKAHFLQETL 170
consensus ! !*! !!!!*!* !! ! ! **!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!! !!!*!!*!!!!!!!!!! !!!!!!!

logo KSLE I
LQLKNSYARPKLLNSSKREVLNFYAEYINGFDELPLKPLVGGYLSDSYIASLS IVTFEKDYF IQERSFNQKLTYNSRL IG IKAYESER ITS

NTDB id 50445 HCD RS00200 WP 014658597.1 KSLELQLKSYRPKLLNSREVLNFYAEYINGFELPLKPLVGGYLSDSYIASLVTFEKDYFIQERFNQKLYSRLIGIKAYESERITS 255
NTDB id 1219 C694 RS00105 WP 000890508.1 KSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYNRLIGIKAYESERITS 255
consensus !!!!*!!! ! !!!! !*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!! *!!!!!!!!!! !!!! ! !!!!!!!!!!!!!!!

logo IA IAGATLLYQEATHPLDI IVFS I EPMSVHNKATLNSFLKERATKFSMSNLVKNELLEYQELVKTKRRLSMQKFALNI L IKAPSLENSLDAQTSLV
NTDB id 50445 HCD RS00200 WP 014658597.1 IAIATLLYQEAHLDIVFSIEPMSVNKALNFLKERTKFSMSNLVKNELLEYQELVKTRRLSMQKFALNILIKAPSLESLDAQTSLV 340
NTDB id 1219 C694 RS00105 WP 000890508.1 IAIGALLYQETPLDIIFSIEPMSVHKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFALNILIKAPSLENLDAQTSLV 340
consensus !!!* !!!!! !!!*!!!!!!!!*! ! !!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo LGLLFSKEGNLVGVI
VETFGLKGGYFSFFPECR IHLNHRLRFLTSKALACLMVFEKRQNLSGFKRANSWGNSPLSVFKNLDSYSTPFLFNFHNQ

NTDB id 50445 HCD RS00200 WP 014658597.1 LGLLSKEGLVGVVETFGLKGGYFSFFPECIHLNHRLRFLTSKALACLMVFEKQNSGFRANSWGNSPLSVFKNLDSTPFLFNFHNQ 425
NTDB id 1219 C694 RS00105 WP 000890508.1 LGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLFNFHNQ 425
consensus !!!! !! !!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!! !!*!!!!!!!!!!!!!!!! *!!!!!!!!!

logo EVKSHDKNRAGKSE I
VAKRVNGHTL I IGATGSGKSTL IMSFLMMSALKYEQKNMRLLAFDRMQGLYSFTKFFKGHYHDGLQSFS INPFCSLEPNALQN

NTDB id 50445 HCD RS00200 WP 014658597.1 EVKHDRGSEVAKVNGHTLIIGATGSGKSTLMSFLMMSALKYEKMRLLAFDRMQGLYSFTKFFKGHYHDGLSFSINPFSLEPNAQN 510
NTDB id 1219 C694 RS00105 WP 000890508.1 EVSHKNAKEIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGLYSFTKFFKGHYHDGQSFSINPFCLEPNLQN 510
consensus !! ! * !*!*!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!*!!!! !!
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TSRDNKEAL ILEDMVNAI SNSAIKMSLYETLYPKAFDSLKLDFKETLKRTSSNQLGNLSLEPYLNSNPLFNALNDATFLN
NTDB id 50445 HCD RS00200 WP 014658597.1 MQFLQSFYQAMLNIKDPTSRNKELIEDVNAISNAIMSLYETLYPKAFDLKDFKETLKRTSSNQLNLSLEPYLSNPLFNALNDTLN 595
NTDB id 1219 C694 RS00105 WP 000890508.1 LEFLQSFFLSMFDLA..PSRDKEALEDMNAISSAIKSLYETLYPKAFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDAFN 593
consensus * !!!!!* ! * ***!! !! *!!*!!!! !! !!!!!!!!!!! ! !!!!!!!!!!!!!! !!!!!!! !!!!!!!!! !



logo

S
TNAFLLNVINLDATITQNPKDLGLLAYYLFYKR I LEESRKNDGSGFLVFLDEFKSYVENDLLNTKINAL ITQARKANGVVVLALQDIYQ

NTDB id 50445 HCD RS00200 WP 014658597.1 TNALLNVINLDAITQNPKDLGLLAYYLFYRILEESRKNDGGFLVFLDEFKSYVENDLLNTKINALITQARKANGVVVLALQDIYQ 680
NTDB id 1219 C694 RS00105 WP 000890508.1 SNAFLNVINLDTITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLDEFKSYVENDLLNTKINALITQARKANGVVVLALQDIYQ 678
consensus *!! !!!!!!! !!!!!!!!!!!!!!!!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LSGVKNAHSFLSNMGTL I LYPQKNAKRELKHQNFNVPLSEMTE I SFLENTPLHYASRQVLVKNLGDNGSSNMIDVSLESLGHRYLKI FNSDS
NTDB id 50445 HCD RS00200 WP 014658597.1 LSGVKNAHSFLSNMGTLILYPQKNAKELKQNFNVPLSEMEISFLENTPLHSRQVLVKNLGDGSSNMIDVSLESLGHYLKIFNSDS 765
NTDB id 1219 C694 RS00105 WP 000890508.1 LSGVKNAHSFLSNMGTLILYPQKNARELKHNFNVPLSETEISFLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKIFNSDS 763
consensus !!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!! !!!!!!!!!!* !!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!

logo SHVNSKMVKALQKQDYPNTEKWREKL ILGRESSN
NTDB id 50445 HCD RS00200 WP 014658597.1 SHVNKMKALQQDYPNKWREKLIGESN 791
NTDB id 1219 C694 RS00105 WP 000890508.1 SHVSKVKALQKDYPTEWREKLLRS.. 787
consensus !!! !*!!!! !!! !!!!!* **
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