
logo MKDKTFQGAFELLSTTPKEYLVWCGVFLSLLLAINLYLEYLNYQKLDFSKPTSLNSAQI LLQYPKTKDQKTYFVLKLQSKGNMI FYTTI
NTDB id 50437 HPB14 RS06515 WP 000653582.1 MKDKTFQGAFELLSTPKEYLWCGVFLSLLLAINLYLEYLNYQKLDFSKPTSLNAQILLQYPKTKDQKTYFVLKLQSKGMIFYTTI 85
NTDB id 1208 C694 RS07015 WP 000653622.1 MKDKTFQGAFELLTTPKEYLVCGVFLSLLLAINLYLEYLNYQKLDFSKPTSLSAQILLQYPKTKDQKTYFVLKLQSKNMIFYTTI 85
consensus !!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo KEPLKNLQYRHAQFFGKIKPCSFLESLKSCFFQTYSFSLMTRKHQDNFKSHRLWRHF IDSAHESNALVGNLYRALF IGDSLNKDLRDRANA
NTDB id 50437 HPB14 RS06515 WP 000653582.1 KEPLKNLQYRHAQFFGKIKPCSFLESLKSCFFQTYSFSLMRKHNFKSRLRHFIDSAHSNALVGNLYRALFIGDSLNKDLRDRANA 170
NTDB id 1208 C694 RS07015 WP 000653622.1 KEPLKNLQYRHAQFFGKIKPCSFLESLKSCFFQTYSFSLTRKQDFKSHWRHFIDSAHENALVGNLYRALFIGDSLNKDLRDRANA 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!* !!!* !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGINHLLAI SGFHLGI LSMVSVYFLFSSLFYTPLQKRYFPYRNAFYDIGVLVWVFLLGYLLLLDFLPSFFRAFLMGLLGFLACFFGV
NTDB id 50437 HPB14 RS06515 WP 000653582.1 LGINHLLAISGFHLGILSMSVYFLFSLFYTPLQKRYFPYRNAFYDIGVLVWVFLLGYLLLLDFLPSFFRAFLMGLLGFLACFFGV 255
NTDB id 1208 C694 RS07015 WP 000653622.1 LGINHLLAISGFHLGILSVSVYFLSSLFYTPLQKRYFPYRNAFYDIGVLVWVFLLGYLLLLDFLPSFFRAFLMGLLGFLACFFGV 255
consensus !!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo R I
LLSFKLL IVLACC IA IALLPKLLFSVGFLLSVCGVWYI FLFLKHTQI FFKDTSSFLMRSFQAVI SLSALVFLNML I IVAVHAFFPMFSP

NTDB id 50437 HPB14 RS06515 WP 000653582.1 RILSFKLLVLACCIAIALLPKLLFSVGFLLSVCGVWYIFLFLKHTQIFFKDSSFLMRSFQVISLSALVFLNMLIVAHAFFPMFSP 340
NTDB id 1208 C694 RS07015 WP 000653622.1 RLLSFKLLILACCIAIALLPKLLFSVGFLLSVCGVWYIFLFLKHTQIFFKTSSFLMRSFQAISLSALVFLNMLIIVHAFFPMFSP 340
consensus !*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!* !!!!!!!!!

logo YQLFS IPLGL I F IVFFPLSLFLHAVGLGSLLDHR I
LLSMPLTIPTI S IVPSSPLWLLGAVHLFLTI LVSAVRFFKVYLSMNVLSAMGFFLYCC

NTDB id 50437 HPB14 RS06515 WP 000653582.1 YQLFSIPLGLIFIVFFPLSLFLHAVGLGSLLDHILSMPLTIPTISISSPLWLLGAHLFLTIVSVRFFKVYLSMNVLSMGFFLYCC 425
NTDB id 1208 C694 RS07015 WP 000653622.1 YQLFSIPLGLIFIVFFPLSLFLHAVGLGSLLDRLLSMPLTIPTISVPSPLWLLGVHLFLTILSARFFKVYLSMNVLSAGFFLYCC 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!**!!!!!!! !!!!!!*! !!!!!!!!!!!!! !!!!!!!

logo YQYI IMPSL IVG
NTDB id 50437 HPB14 RS06515 WP 000653582.1 YQYIIMPSLIVG 437
NTDB id 1208 C694 RS07015 WP 000653622.1 YQYIIMPSLIVG 437
consensus !!!!!!!!!!!!
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