
logo MIRFNLCAAGVALALSGAAVAAPTAPS IVDMYGSNNLQFSKI ELAMETTSGYYDMVKYHDEQAKITVKFNQWSGTPGDTYNI
V

NTDB id 50394 YZOS03 RS23445 WP 213987571.1 MIRFNLCAAGVALALSGAAVAAPTAPSIDMYGSNNLQFSKIELAMETTSGYYDMVKYHEQAKITVKFNQWSGTPGDTYNV 80
NTDB id 1298 VP RS15510 WP 005482861.1 MIRFNLCAAGVALALSGAAVAAPTAPSVDMYGSNNLQFSKIELAMETTSGYYDMVKYHDQAKITVKFNQWSGTPGDTYNI 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*

logo YFDGVKVASTGAP ITGGSQTTASTFDEYGQGGLYQME I EACDATGCASKSADPAE ITIADTDGSHLKPLTMNVDPNNKTYNTDPSVV
NTDB id 50394 YZOS03 RS23445 WP 213987571.1 YFDGVKVASGPITGSQTTASFEYGQGGLYQMEIEACDATGCAKSAPAEITIADTDGSHLKPLTMNVDPNNKTYNTDPSVV 160
NTDB id 1298 VP RS15510 WP 005482861.1 YFDGVKVATGAITGGQTTATFDYGQGGLYQMEIEACDATGCSKSDPAEITIADTDGSHLKPLTMNVDPNNKTYNTDPSVV 160
consensus !!!!!!!!*!*!!! !!!!*!*!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MGTYFVEWGIYGRDNYTVDNMPAVDNLTHI LYGF IP ICGPNESVKSVGGNSFNALQTACRTGVPDYEVVIHDPWAAYQKSFPQ
NTDB id 50394 YZOS03 RS23445 WP 213987571.1 MGTYFVEWGIYGRDYTVDNMPVDNLTHILYGFIPICGPNESVKSVGGNSFNALQTACTGVPDYEVVIHDPWAAYQKSFPQ 240
NTDB id 1298 VP RS15510 WP 005482861.1 MGTYFVEWGIYGRNYTVDNMPADNLTHILYGFIPICGPNESVKSVGGNSFNALQTACRGVPDYEVVIHDPWAAYQKSFPQ 240
consensus !!!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo AGHEYSTP IKGNYAMLMALKQRNPDLKI IPS IGGWTLSDPFFYDFVDNKAKNRDTFVASVKKFLKTWKFYDGVDIDWEFPGGG
NTDB id 50394 YZOS03 RS23445 WP 213987571.1 AGHEYSTPIKGNYAMLMALKQRNPDLKIIPSIGGWTLSDPFFDFVDKKNRDTFVASVKKFLKTWKFYDGVDIDWEFPGGG 320
NTDB id 1298 VP RS15510 WP 005482861.1 AGHEYSTPIKGNYAMLMALKQRNPDLKIIPSIGGWTLSDPFYDFVNKANRDTFVASVKKFLKTWKFYDGVDIDWEFPGGG 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GAAADKGDPVNDGPAYI
VALMRELRAVMLDELEAETGRTYELTSAIGVGYDKI EDVDNYADAVQYMDYI FAMTYDFYGGWNNV

NTDB id 50394 YZOS03 RS23445 WP 213987571.1 GAAADKGDPVNDGPAYIALMRELRVMLDELEAETGRTYELTSAIGVGYDKIEDVDYADAVQYMDYIFAMTYDFYGGWNNV 400
NTDB id 1298 VP RS15510 WP 005482861.1 GAAADKGDPVNDGPAYVALMRELRAMLDELEAETGRTYELTSAIGVGYDKIEDVNYADAVQYMDYIFAMTYDFYGGWNNV 400
consensus !!!!!!!!!!!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!

logo PGHQTALYCGSFMRPGQCDGSGVDENGEAPYKGPAYTADNGIQLLLAQGVPANKLVLGTAMYGRGWEGVTPDTLTDPNDPM
NTDB id 50394 YZOS03 RS23445 WP 213987571.1 PGHQTALYCGSFMRPGQCDGSGVDENGEPYKGPAYTADNGIQLLLAQGVPANKLVLGTAMYGRGWEGVTPDTLTDPNDPM 480
NTDB id 1298 VP RS15510 WP 005482861.1 PGHQTALYCGSFMRPGQCDGSGVDENGEAYKGPAYTADNGIQLLLAQGVPANKLVLGTAMYGRGWEGVTPDTLTDPNDPM 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TGTATGKLKGSTAQGVWEDGVIDYKGIKSFMLGANNATGINGFEYGYDAQAEAPWVWNRTTGEL ITFDDHRSVLAKGSYAK
NTDB id 50394 YZOS03 RS23445 WP 213987571.1 TGTATGKLKGSTAQGVWEDGVIDYKGIKSFMLGANNAGINGFEYGYDAQAEAPWVWNRTTGELITFDDHRSVLAKGSYAK 560
NTDB id 1298 VP RS15510 WP 005482861.1 TGTATGKLKGSTAQGVWEDGVIDYKGIKSFMLGANNTGINGFEYGYDAQAEAPWVWNRTTGELITFDDHRSVLAKGSYAK 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo SLGLAGLFSWE IDADNGDI LNAMHEGMAGGVVPQPNRKPTAAAGADQSVTGPANSVVLDGSLQSKDSDGTIAVSYAWEQVSGT
NTDB id 50394 YZOS03 RS23445 WP 213987571.1 SLGLAGLFSWEIDADNGDILNAMHEGMAGGVVPQPNRKPTAAAGADQSVTGPANVVLDGSLSKDSDGTIVSYAWEQVSGT 640
NTDB id 1298 VP RS15510 WP 005482861.1 SLGLAGLFSWEIDADNGDILNAMHEGMAGGVVPQPNRKPTAAAGADQSVTGPASVVLDGSQSKDSDGTIASYAWEQVSGT 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!! !!!!!!!!!!

logo AVAVLATGANSTAVKASFDAAEVTVEEQLTFKLTVSTDNEGATASDLVVVTVKPAGVVDPVNNAPVAQVVAPATANAGDVVVVDA
NTDB id 50394 YZOS03 RS23445 WP 213987571.1 AVALTGANSVKASFDAAEVTVEEQLTFKLTVSDNEGATASDLVVVTVKPAGVVDPVNNAPVAQVVAPATANAGDVVVVDA 720
NTDB id 1298 VP RS15510 WP 005482861.1 AVVLAGANTAKASFDAAEVTVEEQLTFKLTVTDNEGATASDLVVVTVKPAGVVDPVNNAPVAQVVAPATANAGDVVVVDA 720
consensus !! ! !!!* !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SASSDADNDTLTFNWTLPQGLNATVENGSKVTFTAAEYPQDTSLSFTVSVSDGKASSSASATVVVAQHATTDPNPGTCDNAW
NTDB id 50394 YZOS03 RS23445 WP 213987571.1 SASSDADNDTLTFNWTLPQGLNATVEGSKVTFTAAEYPQDTSLSFTVSVSDGKASSSASATVVVAQHATDPNPGTCDNAW 800
NTDB id 1298 VP RS15510 WP 005482861.1 SASSDADNDTLTFNWTLPQGLNATVNGSKVTFTAAEYPQDTSLSFTVSVSDGKASSSASATVVVAQHTTDPNPGTCDNAW 800
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!

logo DASAVYTGGNQVTHAGKTWEAKWWTQGDDPSKQSGEWGVWKEVGVANCN
NTDB id 50394 YZOS03 RS23445 WP 213987571.1 DASAVYTGGNQVTHAGKTWEAKWWTQGDDPSQSGEWGVWKEVGVANCN 848
NTDB id 1298 VP RS15510 WP 005482861.1 DASAVYTGGNQVTHAGKTWEAKWWTQGDDPSKSGEWGVWKEVGVANCN 848
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!
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