
logo MHLKNGKNAVKNSVFTLSTLTASCLLMAFNSYAAVDCAPLETVWDQSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQASGEQWGEWE
NTDB id 50393 YZOS03 RS18855 WP 064369263.1 MHLKNGNAVKNVFTLSTLTASCLMAFNSYAAVDCAPLETWQSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQSGEWGEWE 80
NTDB id 1300 VP RS19160 WP 005479129.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQAGQWGEWE 80
consensus !!!!!! !!! !!!!!!!!!!!!*!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!

logo

S
TLGACDGTGPVDPPQNE I

VPTVTLTASPSASAS IVTAGDEVVNLAADAADTDGTI
VSKVEFFVDGAVLVGQASTSAPFYI

VASWTATEG
NTDB id 50393 YZOS03 RS18855 WP 064369263.1 TLGACDGTGPVDPPQNEVPTVTLTSPSASASVTAGDVVNLAADAADTDGTVSKVEFFVDGVLVGQATSAPYVASWTATEG 160
NTDB id 1300 VP RS19160 WP 005479129.1 SLGACDGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATEG 160
consensus *!!!!!!!!!!!!!!!!*!!!!!! !!!!!!*!!!*!!!!!!!!!!!!!!*!!!!!!!!! !!!! !!!!**!!!!!!!!

logo

Q
VHEFSTKASYDDAGAVSTASSVVTLTI

VASAVQPDGNEAPTVDVAVLSANTS IDELGGSTVTLTANAATDADGSTI
VAKVDFYVAGAVLAGTA

NTDB id 50393 YZOS03 RS18855 WP 064369263.1 QHEFSTKAYDDAGAVSTASVVTLTVASAQPDNEAPTVDVVLSANSIDLGGSVTLTANATDADGTVAKVDFYVAGVLAGTA 240
NTDB id 1300 VP RS19160 WP 005479129.1 VHEFSTKSYDDAGAVSTASSVTLTIASVQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGTA 240
consensus !!!!!! !!!!!!!!!!! !!!!*!! !! !!!!!!!! !!! !!*!!!*!!!!!!! !!!!**!!!!!!!!! !!!!!

logo TATAPYTLDVTPSKQAGASLASVYAKRATDDNAGASTATDSAI
LATLTVNGGAVATSNCRPDGLYQTTGVDVPYCS IYDEEGREKMGADH

NTDB id 50393 YZOS03 RS18855 WP 064369263.1 TTAPYTLDVTPSQAGSLSVYARATDDAGATADSALATLTVNGGAVTSNCRPDGLYQTTGVDVPYCSIYDEEGREKMGADH 320
NTDB id 1300 VP RS19160 WP 005479129.1 TAAPYTLDVTPSKAGALAVYAKATDNAGASTDSAIATLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGADH 320
consensus ! !!!!!!!!!! !! ! !!!*!!! !!!* !!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PRRVIGYFTSWRAGDDPQSTYLVKDIPWEQLTHINYAFVS IGSDGKVNVGDVNDPNNAPATGKTWPGVEVDPATLGFKGHFG
NTDB id 50393 YZOS03 RS18855 WP 064369263.1 PRRVIGYFTSWRAGDDPQSTYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNPATGKTWPGVEVDPALGFKGHFG 400
NTDB id 1300 VP RS19160 WP 005479129.1 PRRVIGYFTSWRAGDDPQSTYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHFG 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!

logo ALATYKQKHDVKTL I S IGGWAETGGHFDATNGDRVADGGFYTMTTNADGS INHAGI EKFAATSAVEMMRKQYKFDGLDIDYEY
NTDB id 50393 YZOS03 RS18855 WP 064369263.1 ALATYKQKHDVKTLISIGGWAETGGHFDTNGDRVADGGFYTMTTNADGSINHAGIEKFATSAVEMMRQYKFDGLDIDYEY 480
NTDB id 1300 VP RS19160 WP 005479129.1 ALATYKQKHDVKTLISIGGWAETGGHFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYEY 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!

logo PTSMAGAGNPYDKDFMEPRRQYLWASYQELMKVLREKLDAASAQDGI
THYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIM

NTDB id 50393 YZOS03 RS18855 WP 064369263.1 PTSMAGAGNPYDKDFMEPRRQYLWASYQELMKVLREKLDAASAQDGIHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIM 560
NTDB id 1300 VP RS19160 WP 005479129.1 PTSMAGAGNPYDKDFMEPRRQYLWASYQELMKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIM 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo SYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGTAAYGGIGYLNTDWAYHYFRGSMPAGR INIGVPYYTRGWQGVTGGDE
NTDB id 50393 YZOS03 RS18855 WP 064369263.1 SYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGTAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGE 640
NTDB id 1300 VP RS19160 WP 005479129.1 SYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGTAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGD 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo NGLWGRAALPNQAECQPGTGEGEKNNCGHNGAIG IDNMWHDLTDPKQGNREMGAGSNPMWHAKNLEKNGIWGSYAAQAYGLDPVND
NTDB id 50393 YZOS03 RS18855 WP 064369263.1 NGLWGRAALPNQAECQPGTGEGEKNNCGHGAIGIDNMWHDTDPKGNEMGAGSNPMWHAKNLENGIWGSYAAAYGLDPVND 720
NTDB id 1300 VP RS19160 WP 005479129.1 NGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWHDLDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVND 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!! !! ! !!!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!

logo PSDKFLVGTYTRHNYDSVAVAPWLWNAEKGSVFLSTEDKAS I EVKADYVIDKE IGGIMFWELAGDYNCYVLDANGNRTAI
VDAT

NTDB id 50393 YZOS03 RS18855 WP 064369263.1 PSDKFVGTYTRHYDSVAVAPWLWNAEKSVFLSTEDKASIEVKADYVIDKEIGGIMFWELAGDYNCYVLDANGNRTAVDAT 800
NTDB id 1300 VP RS19160 WP 005479129.1 PSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKADYVIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDAT 800
consensus !!!! !!!!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!

logo EQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITVSVGGFKVGDQNYP INPKITFTNNTGQAIPGG
NTDB id 50393 YZOS03 RS18855 WP 064369263.1 EQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITVSVGGFKVGDQNYPINPKITFTNNTGQAIPGG 880
NTDB id 1300 VP RS19160 WP 005479129.1 EQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITVSVGGFKVGDQNYPINPKITFTNNTGQAIPGG 880
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWKDLPAGGTYELDMVYYLP I SGPANYSV
NTDB id 50393 YZOS03 RS18855 WP 064369263.1 TEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWKDLPAGGTYELDMVYYLPISGPANYSV 960
NTDB id 1300 VP RS19160 WP 005479129.1 TEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWKDLPAGGTYELDMVYYLPISGPANYSV 960
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I SGGKEFAFKFEQPDLP IGDLNAGTGGGGTTEPGSTCDTATGLVTYPANLPQTDWAGNPSHANQGDKI
V IHNGVVYQANWWTAAS

NTDB id 50393 YZOS03 RS18855 WP 064369263.1 ISGGKEFAFKFEQPDLPIGDLNAGTGG.GTTEPGTCDTTGLVTYPALPQTDWAGNPSHANQGDKIIHNGVVYQANWWTAA 1039
NTDB id 1300 VP RS19160 WP 005479129.1 ISGGKEFAFKFEQPDLPIGDLNAGTGGGGTTEPGSCDTAGLVTYPNLPQTDWAGNPSHANQGDKVIHNGVVYQANWWTAS 1040
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!! !!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!

logo EPGSTDGSWASTVCNI
NTDB id 50393 YZOS03 RS18855 WP 064369263.1 EPGTDGSWSTVCNI 1053
NTDB id 1300 VP RS19160 WP 005479129.1 EPGSDGSWATVCNI 1054
consensus !!!*!!!! !!!!!
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