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GRRRAS HﬁA)QAAAAQAKAA A VBRI
P SDAPSHPEEAFAAPRRQEVPAAARV 174
P PDAPSHPWEARAAPRRQIEVPIAARV 174
QNNNFNEGNABRIZQPAQKP A AQINARIT 180
QTASRP QAAKQAAK INAEPPM 178
HQPM .QQYSQIEQYNIAIZY . 177
GENQFSE GA RIZQQSAPAISS NN . 179
NQFS GA QQSAPAAPSNEPPM 178
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K non conserved
B similar
B >50% conserved
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