logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
408
453
115
625
1313
1245
1211
1214
1334
1389
1130
1124
1123

50342 PPGU16 RS02385 WP 054929770.1 MEESKKG.......

1427
1165
1142
1022
1074
1205

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1

RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

—<

LA Rl

0
M
>

0 KK KiseBE | K gE;KAL@éAkB

MAT . .KKKTNFDDITKKYGA MRLG
.MA. .KKPKKLEEISKKFGA IMRLG

.MA. .KKPKKLEEISKKFGA IMRLG
.MA. .KKPKKLEEISKKFGA IMRLG
.MA. .KKPKKLEEISKKFGA IMRLG
.MA. .KKPKKLDEISKKFGA IMRLG

.MA. .KKPKKLDEISKKFGA IMRLG
.MA. .KRIKKTEEITKKFGD i MRLG
.MA. .KKLKKNEEITKKFGD MRLG
.................. IM LG

................ IMR G

LDYAL GE§G GMP
LD|AALGIGGMP

......... MAKTETTSPND
MAENKKSSKNNTVVKQVEPEQ

nnnnnnnnnn nikln B NN 0 K NN NN N

* * * sk bk bl koskk * kP skl sl 1]



Y RSSAT Tl o AR e oo LSO R E ADKLVBS Al

NTDB id 600 KW2 RS01765 WP 011675413.1 IYGPESSGKTT‘ A "J vV 157
NTDB id 269 KZH43 RS08665 WP 001085462.1 IYGPESSGKTT AMAokBccAAF TDAEHALDPY AIN\LGVN 156
NTDB id 228 SPD RS09265 WP 001085462.1 IYGPESSGKTT AMNQkEcGAAF TDAEHALDPY AL G VN 156
NTDB id 194 SPR RS08825 WP 001085462.1 IYGPESSGKTT AokBccAAF TDAEHALDPRY AIN\LGVN 156
NTDB id 159 SP RS09750 WP 001085462.1 IYGPESSGKTT ANQkEccAFIDAEHALDPIAY Al LG VN 156
NTDB id 499 SM12261 RS08315 WP 078228268.1  IBfOIIAFI Gus Aok BccAF TDAEHALDPIAY AINNL GV N 156
NTDB id 527 SMSK321 RS11065 WP 001085454.1  [BfOIIAFI aus AMAQkBccAF TDAEHALDPIY AIN\LGVN 156
NTDB id 408 SMU RS09530 WP 002262392.1 IYGPESSGKTT AN QkNGGAAFIDAEHALDPIY AL GV N 156
NTDB id 453 Spy49 1753c ACI62003.1 IYGPESSGKTT AokBccAAF TDAEHALDPRY AIN\LGVN 156
NTDB id 115 BSU 16940 NP 389576.2 YGPESSGKTT ARNQENGGMAF IDAEHALDPRY ANELGVN ELL 141
NTDB id 625 LCA RS02525 WP 011374196.1 IYGPESSGKTT ARQKNGGINA IDAEA DPJYYARNLGVN D LL 143
NTDB id 1313 DR RS12030 WP 010888966.1 IYGPESEGKTT AMQxNGCINEAF TDAEHALDPYYY ARIALGVNDELL SQPDRJGEQALEIN 155
NTDB id 1245 Cj1673c YP 002345041.1 IYGPESSGKTT APRISQKING GER8AF IDAEHALDRAY ALSYL G VNID L| SQPDIGEQALEI 142
NTDB id 1211 C694 RS00795 WP 000963128.1 IYGPESSGKTT AISQKNIGCNREAF TDAEHALDYgSIY ALSILGV Fy SQPD GEQALEIM 144
NTDB id 1214 NCTC11637 00359 SQJ03206.1 IYGPESSGKTT ARISQKNGGIR8AF IDAEHALD\ASIY AL@UL.GV §Y BLL SQPD GEQALEIM 144
NTDB id 1334 RAOC RS04870 WP 004918236.1 IYGPESSGKTT AFQKGGINAF IDAEH AGDREIY AIIYLG N EL SQPDREGEQALEIN 151
NTDB id 1389 A4US4 RSO7560 WP 021112712.1  IREIIAFIdCwe AMNQKSIER¥eA FIDAEHALDPY]Y ARLGVNRDELL SQPDRNGEQALEI[S 159
NTDB id 1130 NGFG RS03960 WP 003688695. 1 I GPESSGKTT Vf6AF DAEHAGDPWYARNALGVI{ ELF SQPD GEQALEI[® 143
NTDB id 1124 NGFG RS03960 WP 003688695.1 I GPESSGKTT \f8AF DAEHAIRDPWYARSALGVI{ ELN{ SQPD GEQALEI[S 143
NTDB id 1123 OK783 RS03845 WP 003688695.1  [MMOIIAFIrGus Vf6AF DAEHAIDPWYAINULGVIA ELM SQPD GEQALEI[® 143
NTDB id 50342 PPGU16 RS02385 WP 054929770.1 [BEOIIAFI aus WIAFIDAEHALDINYAMALGVN § LL SQPD GEQALEIM 153
NTDB id 1427 RS RS02760 WP 011000510.1 IYGPESSGKTT WeAFIDAEHALDIRYY AMYLGVE |§ LL SQPD GEQALEIM 151
NTDB id 1165 A1552VC RS01565 WP 000344154.1 [MERIIAFIeraus T4N8AF TDAEHALDPYY AJS4L.GVN DELL SQPD GEQALEI[8 142
NTDB id 1142 GTF74 RS11550 WP 000344154.1  [MOIIAFI aus ON8AFTDAEHALDPYY A[S4.GVN DELL SQPD GEQALETI[Y 142
NTDB id 1022 ACIAD RS06390 WP 004925639.1  MREOIIAFIdCwe I8AFTDAEHALDPWYAIRYLGV DRLL SQPDEIGEQALEIN 142
NTDB id 1074 ABD1 RS10195 WP 000344167.1 IYGPESSGKTT WeAFTDAEHALDPWYARSALGV DRJLL SQPDRIGEQALEIN 142
NTDB id 1205 PSJM300 05545 AFN77183.1 IYGPESSGKTT SQPD GEQALEIp 142

consensus Fo L TERDEN R T osk b Do o Tk DUERT ot DL T lskkorkk Lok DL LR DD Dx ba b % fok Dkokor Lrkk



DOVAALY S, AR SRR T ALY ECET ALY
T I R . LV sz\H( LOES lr SV L E V ' S U S

NTDB id 600 KW2 RSO01765 WP 011675413.1 DSVAALVPKAEI G MGDSHVGLQAR 236
NTDB id 269 KZH43 RS08665 WP 001085462.1 AET GDpGDSHVGLQAR 235
NTDB id 228 SPD RS09265 WP 001085462.1 AET GDMGDSHVGLQAR 235
NTDB id 194 SPR RS08825 WP 001085462.1 AET GDpGDSHVGLQAR 235
NTDB id 159 SP RS09750 WP 001085462.1 AETI GDMGDSHVGLQAR 235
NTDB id 499 SM12261 RS08315 WP 078228268.1 DSVAALVP AEI GDMGDSHVGLQAR 235
NTDB id 527 SMSK321 RS11065 WP 001085454.1 DSVAALVP AEI GDMGDSHVGLQAR 235
NTDB id 408 SMU RS09530 WP 002262392.1 DSVAALVP AEI GDMGDSHVGLQAR 235
NTDB id 453 Spy49 1753c ACI62003.1 DSVAALVP GDIGDSHVGLQAR 235
NTDB id 115 BSU 16940 NP 389576.2 DSVAALVPKAEI GDMGDSHVGLQAR 220
NTDB id 625 LCA RS02525 WP 011374196.1 DSVAALVP AEI G MGD HVGLQAR 222
NTDB id 1313 DR RS12030 WP 010888966.1 DSVAALJP AEI GDMGDSWEGLQAR 234
NTDB id 1245 Cj1673c YP 002345041.1 DSVAALWPKAEI GDMGD[NHVGLQAR 222
NTDB id 1211 C694 RS00795 WP 000963128.1 DSVAALWPKAEI GDMGDNHVGLQAR 224
NTDB id 1214 NCTC11637 00359 SQJ03206.1 DSVAALWPKAEI GDMGDNHVGLQAR 224
NTDB id 1334 RAOC RS04870 WP 004918236.1 DSVAALWPKAEI GDMGDS GLJEIAR 230
NTDB id 1389 A4U84 RSO07560 WP 021112712.1 DSVAALWPKAEI GDMGDSH GLQAR 238
NTDB id 1130 NGFG RS03960 WP 003688695.1 DSVAALVPKAEI GDMGDSHVGLQAR 222
NTDB id 1124 NGFG RS03960 WP 003688695.1 DSVAALVPKAEI GDMGDSHVGLQAR 222
NTDB id 1123 0K783 RS03845 WP 003688695.1 DSVAALVPKAEI GDMGDSHVGLQAR 222
NTDB id 50342 PPGU16 RS02385 WP 054929770.1 [NSANVNRANG A MGDSIRZGLQAR 232
NTDB id 1427 RS RS02760 WP 011000510.1 DSVAALVPKAEI MGD |BYGLQAR 230
NTDB id 1165 A1552VC RS01565 WP 000344154.1 [DSANVNETIN:C SN MGDSH GLQAR 221
NTDB id 1142 GTF74 RS11550 WP 000344154.1 DSVAALWPKAET MGDSH GLQAR 221
NTDB id 1022 ACIAD RS06390 WP 004925639.1 DSVAALWPKAETI MGDSH GLQAR 221
NTDB id 1074 ABD1 RS10195 WP 000344167.1 DSVAALWPKAETI MGDSH GLQAR 221
NTDB id 1205 PSJM300 05545 AFN77183.1 DSVAALVPKAEI MGD HVGLQAR 221

consensus

FUTH ] Lkor ekl |

*% ok kk kx

NIRRT




iR e TN Rl V05 amu vl A e

NTDB id 600 KW2 RS01765 WP 011675413.1 IMGSTKIEEGS. KVVKNKVAPPF IM GEGISEMGEL N 315
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 228 SPD RS09265 WP 001085462.1 GNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 159 SP RS09750 WP 001085462.1 IGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 408 SMU RS09530 WP 002262392.1 IGNTQIKGTG. KVVKNKVAPPF IfNYGEGIS K 314
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 295
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF IMYG GIS D 297
NTDB id 1313 DR RS12030 WP 010888966.1 R ....PTKVGNDA KPVKNKVARPF G 310
NTDB id 1245 Cj1673c YP 002345041.1 R ....L.KQNBEP KVVKNKVAPPF M GEG S DY 297
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQNEQH BNKVVKNKVAPPF IM GEGIS DY 299
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R ....L.KQNEQH BKVVKNKVAPPF IM GEGIS 299
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S 310
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMBCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS 313
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF 297
NTDB id 1124 NGFG RS03960 WP 003688695.1 R .. I.KKGEEV KV KNKVAPPF 297
NTDB id 1123 0K783 RS03845 WP 003688695.1 R .. I.KKGEEV| KV KNKVAPPF 297
NTDB id 50342 PPGU16 RS02385 WP 054929770.1 R .. I.KKN KVVKNKV PPF 307
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF 305
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. I.KEG KVVKNK APF 296
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK ARPF 296
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF 296
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF 296
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF 296

consensus *k 1ok koockooksk Dok DT sk |l skokok LE RN * % * korok b Dokoskok |



logo

NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1
NTDB id 1124 NGFG RS03960 WP 003688695.1
NTDB id 1123 0K783 RS03845 WP 003688695.1
NTDB id 50342 PPGU16 RS02385 WP 054929770.1
NTDB id 1427 RS RS02760 WP 011000510.1
NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 1205 PSJM300 05545 AFN77183.1
consensus

: e = AUE?FEE?EEEQEﬁEEQAVYNEE¥¢LDLDDELEJE
LDDSEVAETEEET. .. TASKTKAKAKKEEKAVETEEIELELED. .. ..

IDGEEVSEQDTEN. . .KKDE. .. .PKKEEA. .VNEEVPLDLGDELEIE

IDGEEVSEQDTEN. . .KKD@. . . . PKKEEA. .VNEEVPLDLGDELEIE
IDGEEVSEQDTEN. . .KKDS. . . . PKKEEA. . VNEEVPLDLGDELEIE
IDGEEVSEQDTEN. . .KKD@. . . . PKKEEA. .VNEEVPLDLGDELEIE
IDGEEIAES....... KKDH. . ..AAQVDS..VNEEVTLDLGDELEIE
IDGEEAAES....... KKDH. ...VAQVDS..VNEEVTLDLGDELEIE
IEEDNTEEKQSSK...EK....... ETDEK..ADKNLVLELDDTIELE
LEESEEESAMAVA...SE....... E....... TDDLALDLDNGIEIE
DNNGVVQQQAEET. . .QEEL.EFE.E. . oottt
SDVPEEDLPTTED...E.QI.NILPDDST..... EE....oouv....

MAATRAGNAGEAPALAPAPAAPEAABA . . . . . ... i i i i
QNSMEMEGMISGSE. . .D.. .DEGES. .. ... ... ... .. ... ...
ESIESNEEIMPLP...D...EPLEBME. .. ... ... ... .. ... ..
SNEEIMPLP...D...EPLEBME. ... ... ... . ... ..

...TASDSND.@S....DVEEF..SEEEL...........
EMHITEGT...Q....... ETDGERPEE. . ........ .. ... ...
EMHITEGT...Q....... ETDGERPEE. . .................
EMHITEGT...Q....... ETDGERPEE. ... ...............

NAMPAGAA.. . VSADEEVGEEE. . . . ... ... ... . ...
TPMGAVTL...A...EEVEEBD. ... ... ... . . ...
IMEMLLNPENMQLIA...ETS.SAADBVEFGAVPEEF..................
IMEMLLNPENMQLIA...ETS.SAADBVEFGAVPEEF..................
MEQLLTKASDQTAA... .HD.ETEEEPDLL. .ES. .. ... ... .. .........
WMEQLLTTGTNGAVQ....I..EDEEEPDLL. . LES...................
RAKLLITSANTKAT...PVA.EDLA ADI . .. . e
* %

387
385
385
385
385
381
381
382
377
348
355
363
343
347
347
343
372
348
348
348
358
352
354
354
349
349
347



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1211 C694 RS00795 WP 000963128.1 C 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 . 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 C 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 . 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 R 348
NTDB id 50342 PPGU16 RS02385 WP 054929770.1 ... 358
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 C 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 o 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
> 507 conserved



