
logo MLATELS IKRDNFAI IDEEHI
L
S
T
I
V
S
TFEKERGLTVLTGETGAGKS I I IDA IQSLLSVGGRGSSVEFVRHYGAEAKKAE I

LEGLFLTLVEASDGHP I
V
H
L
G
S
K
V
C
T
A
E
E
Q
F
QGI

V

NTDB id 50257 HBHAL RS12020 WP 014643701.1 MLTELSIRDFAIIDHISITFKEGLTVLTGETGAGKSIIIDAIQLLSGGRGSVEFVRHGAKKAEIEGLFTVEADHPIHSKTEQFGV 85
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVCAEQGI 85
consensus !! !!!!* !!!!******! !!!!!!!!!!!!!!!!!!!! !! !!!!! !!!!*! !!!*!!!! *! !!** * !*

logo DI
VSDEDEGMI

VVLMNRRADI STHTQSGKS IVCRVNGKLVTI
L
A
G
I
SLKREFIGRALL ILDIHGSQHDENTQLSLMDEDPENRHI

L
E
QLLDKLFAGSASEMVEKSASLMKQETYQRERGVYEQKRY

NTDB id 50257 HBHAL RS12020 WP 014643701.1 DISEDGMVVLNRAITHQGKSICRVNGKLVTLGILKEFGRALIDIHSQHETQSLMDPERHIELLDLFASSEMKSSMQEYRRVYEKY 170
NTDB id 352 BSU 24240 NP 390304.2 DVSD.EMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRY 169
consensus !*!** !*!* ! !** !!!*!!!!!!!!!** !*! !! !*!!! !!* ! !!**! !* !!! !! !* ! * ! ! *!

logo

R
V
K
TLLVKNKRLYKEQLSENSEQEMAHQRLDL ILEQFQLEHE I

L
E
Q
E
SAEKLEQLPKNEDEEQLQSEERQTKQI

L
N
SNFYEKIYEQGS ILHQDNAYNYASLRYGSEQGKGLDWLVGSHMAMSATQSL

NTDB id 50257 HBHAL RS12020 WP 014643701.1 RTLVNRYKELSENEQEMAQRLDLLEFQLHELQEAELQPKEDEELSEERTKLNNYEKIYQGIHDAYYSLYGEQKGLDWLSHAMTSL 255
NTDB id 352 BSU 24240 NP 390304.2 VKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQL 254
consensus !* * ! !!! !!!!!*!!!!* !!!*!* ! ! * !!! ! !!! * !*!!!! ** !! ! !! !!!!* *! !

logo EDS ITGSDFIDNDEPSLAKKMSEESLVSNSYYL ILEDEALTFQLMRSNSMQLMDEENLEFDPERLNQYI ESTRLNE I
L
K
N
Q
RLKKRKYGADTVEDE I

MLEYASKR I EEE IDEQI EKN
NTDB id 50257 HBHAL RS12020 WP 014643701.1 ESTGDFDDSLAKMSEELSNSYYLIEELTFQLSSQMENLEFDPERLNQIESRLNELNRLKKKYGADVEEMLEYASRIEEEIDEIKN 340
NTDB id 352 BSU 24240 NP 390304.2 EDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIEN 339
consensus ! ! **! !!!! *!!!!!!*!* !!!* ** !!!!!!!!! !!*!!!!* !!*!!!! !!**!!!!!*!!!!!! ! !

logo

K
RDSHRLAQNSLMEKKSEQI

LDESLVGKQDAVAVLVEAAKDNLVHSDQIRKHTVWASEKKLLADGEYIHDRELKDSLYLMEKASATFDTVDEFIKS IVKRETAGSRKNEQESADPLVLVDNGKQPVQRLQTESNQGFI
NTDB id 50257 HBHAL RS12020 WP 014643701.1 KDSRLANMESQIDELGQDAVLEAKDLHDIRKHVSELLAGYIHDELKDLYLEKAAFDVDISIKEG..KQSDPVLDGKPVRLQSNGF 423
NTDB id 352 BSU 24240 NP 390304.2 RDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASRNEEAPLVNGQPVQLTEQGI 424
consensus *!!*! * *! *! ! *!! ** !!!* !! !! !!! !!*!! !! * ** *** !** ! !! ! *!

logo DHLVKFL I STTNPTGEPLKRES ILHSKVASGGELMSR I
VMLAI

LKRS I FSRSHQQDGVTS IV I FDEVDTGVSGRVAQAIAEKIHYGKI
VSEIGSQVLC I STHLPQ

NTDB id 50257 HBHAL RS12020 WP 014643701.1 DHVKFLITTNPGEPLREIHKVASGGEMSRIMLALKRIFSRHQGVTSVIFDEVDTGVSGRVAQAIAEKIYGISEGSQVLCISHLPQ 508
NTDB id 352 BSU 24240 NP 390304.2 DLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSIGSQVLCITHLPQ 509
consensus !*!!!!!*!!*!!!!* **!!!!!!!*!!*!!!*! !!! *! !!!*!!!!!!!!!!!!!!!!!!!!!* *! !!!!!!!*!!!!

logo VAAMADTHLVRYIAEKERLVDKDNDGRTTYTGRVKSEPLSHKQEKAVADE I
L
G
SRMIATGAVELVTDELTTKLERHAKRELLEKMQADHKQHVKLTNTGK

NTDB id 50257 HBHAL RS12020 WP 014643701.1 VAAMADTHVRIEKRVDNDRTYTGVSELSHQEKADELSRMITGAELTETTLEHARELLEMAHKHKLNK 575
NTDB id 352 BSU 24240 NP 390304.2 VAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQADQVKTTG 576
consensus !!!!!!!!* ! ! * !! ! ! *!!*!!! !* !!! ! !*!* ! !!*!!! !* *!



X non conserved

X similar

X ≥ 50% conserved


