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NTDB id 50251 HBHAL RS06555 WP 014642566.1 QDTTNSHYQEMNAKAESLYTKIASAMSFIVPEILALPEGKIKGFIKEYEPLKLYEHTLDEITRRKEHVLSEKEEKLLAGFSEIGA 170
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NTDB id 480 HSISS4 RS02090 WP 002890133.1 KGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTT 419
consensus !* *! !!!!!**!!!!!!!!!! !*! !!***!*!!!! * !!!!! !! !!!!!! *!* !!! !! !*!!*!!*!!!*

logo NEANI
LLNTDETYLMLKENTVKDSDEKETQRFLAYI

LLNHNFYLDEGFKRGTVFRQTMQFAEFEHAE IHEMAQADAQNSGEQAI LTADFKLMNTEKI
LYAYDLNEKKYFYGNDLKNAI EVDIDNDYEHIGQ

NTDB id 50251 HBHAL RS06555 WP 014642566.1 NEALLNDYMLKNTKSEKEQLYLLNNFLEGFRGTVFRQTMFAEFEHEIHMQAQNGEALTADKLTEIYYDLNKKYFGDNIVIDDHIG 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQ 504
consensus !! *! * *!! ! *! *!!**!*!!*!!!!!!! !!!!!! !! ! !!!! * *! !!! !!* *!

logo

F
LEWAER IPHFYMGNYYVYQYATGFYAAASTAYLADEKQI LVHSEGGTDEETADKVEARYKLSTFYLKAGSSDYP I

LEVI
LKKQAGVDMTNSKTDPYI

L
D
L
A
SAFLDKVFEDEKRLNVE

NTDB id 50251 HBHAL RS06555 WP 014642566.1 LEWARIPHFYMGYYVYQYATGYAAATALADQILSEGDTAVERYKSFLKAGSSDYPIEVLKQAGVDMTSKDPILSALDVFEEKLNE 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVE 589
consensus !! !!!!!!! !!!!!!!!!*!!!* !!* !** * ! ! **!!!!!!!!!*!!*! !!!!!! !** ! !!!**! !



logo

L
MEAELLVEKKGVHLS

NTDB id 50251 HBHAL RS06555 WP 014642566.1 MEELLKK..... 602
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LEALVEKGVHLS 601
consensus *! !* !*****

X non conserved

X similar

X ≥ 50% conserved


