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NTDB id 50242 MARGE09 RS04600 WP 236986179.1 .........MSKPISTSSEWTFDLIQRYDKEISVIAEDFKLDTYRNQIEIISSEQMMDAYASVGMPIGYNHWSYGKQFLG 71
NTDB id 1450 BW25113 RS06185 WP 000190854.1 MATIDSMNKDTTRLSDGPDWTFDLLDVYLAEIDRVAKLYRLDTYPHQIEVITSEQMMDAYSSVGMPINYPHWSFGKKFIE 80
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NTDB id 50242 MARGE09 RS04600 WP 236986179.1 VEQGYKRGQMGLAYEIVINSDPCISYLMEENTMMMQALVIAHACYGHNSFFKGNYLFRTWTDASAIIDYLVFAKNYIAKC 151
NTDB id 1450 BW25113 RS06185 WP 000190854.1 TERLYKHGQQGLAYEIVINSNPCIAYLMEENTITMQALVMAHACYGHNSFFKNNYLFRSWTDASSIVDYLIFARKYITEC 160
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NTDB id 50242 MARGE09 RS04600 WP 236986179.1 EEKYGVDAVENLLDSCHAIMNYGVDRYKRPYPLSQHEEEARQKEREEYLQQQVNDLWRTIPIDGIDKKEEQSRRVPEEPQ 231
NTDB id 1450 BW25113 RS06185 WP 000190854.1 EERYGVDEVERLLDSCHALMNYGVDRYKRPQKISLQEEKARQKSREEYLQSQVNMLWRTLPKREEEKTVAEARRYPSEPQ 240
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NTDB id 50242 MARGE09 RS04600 WP 236986179.1 ENLLYFFEKHAPLLEPWQREVVRIVRKLAQYFYPQKQTQVMNEGWATFWHHSIMNEMYDRGLITEGFMLEFMQSHSGVIY 311
NTDB id 1450 BW25113 RS06185 WP 000190854.1 ENLLYFMEKNAPLLESWQREILRIVRKVSQYFYPQKQTQVMNEGWATFWHYTILNHLYDEGKVTERFMLEFLHSHTNVVF 320
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NTDB id 1450 BW25113 RS06185 WP 000190854.1 QPPYNSPWYSGINPYALGFAMFQDIKRICQSPTEEDKYWFPDIAGSDWLETLHFAMRDFKDESFISQFLSPKVMRDFRFF 400
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NTDB id 50242 MARGE09 RS04600 WP 236986179.1 CILDDDKNQTIDVAAIHDESGYRIVREALSAQYNLSNREPNIQVYSVAVRGDRSLTLHHTRHNRMPLELKGADEVLRHIH 471
NTDB id 1450 BW25113 RS06185 WP 000190854.1 TVLDDDRHNYLEISAIHNEEGYREIRNRLSSQYNLSNLEPNIQIWNVDLRGDRSLTLRYIPHNRAPLD.RGRKEVLKHVH 479
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NTDB id 50242 MARGE09 RS04600 WP 236986179.1 RLWGFDVHLYSVD.DGDVKQDFHCPEPIVQVPMAQTS 507
NTDB id 1450 BW25113 RS06185 WP 000190854.1 RLWGFDVMLEQQNEDGSIELLERCPPRMGNL...... 510
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