logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1448
1307
1086
1116
1185
1176
1283

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
Bw25113 RS15320 WP 001326494 .1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PA0395 NP 249086.1

50234 PSm6 RS12085 WP 021218361.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1448
1307
1086
1116
1185
1176
1283

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
Bw25113 RS15320 WP 001326494 .1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PA0395 NP 249086.1

50234 PSm6 RS12085 WP 021218361.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

Dl s

I¥ SDLH SAG
I§ SDLH SAG
[CASDLHLSAG
GASDLHLSAG
€ASDLHLS G
IMASDLHLSAG
[€ASDLHLSAG
[GASDLHLSAG
[€ASDLHLSAG

Pk

Al

* ok ok ok ok %k ok

e

e YB

== = Slololel = = = = = = =

k Pk kx| % *

* 3k % %k

1SV ok LTSS TR e

IIRISEMR PTFE LICL P 1Ha)Y - ANNARGLVLVWYGINTGSGKSTT ! A AMpyelY|IN[a)il : yqelH T

kokokok | kokkk  kokok

PMIRVEIG
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

EPMIRVHG
S

ok ok ok ok |k

JIRVD BReINL ALgﬂKD\/H

f=v )= li=cl=cli=c - v - J=v ] i=c == - =~

%k %k %k %

ol D Reeyeb DR SFe:

FAEF

IMND QR
IMND
IMND
IMND
IMND
IMND
IMND
IMND
IMND

* %k * *

KRR

I ARSIRGLVLVTGPTGSGKSTTLAAY
I AMJISIRGLVLVTGPTGSGKSTTLAAY
I PAYPRGLVLVTGPTGSGKSTTLAAM
INT PAYPRGLVLVTGPTGSGKSTTLAAM
ISTIAYPRGLVLVTGPTGSGKSTTLAAM
DIIMNPRGLVLVTGPTGSGKSTTLAAM
DI[@MPRG VLVTGPTGSGKSTTLAAM
DI[OMPRG VLVTGPTGSGKSTTLAAM
DI[MPRG VLVTGPTGSGKSTTLAAM

* Pookokokok Dok DDk D DD Dok ] ok |

153
155
156
152
159
155
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1448
1307
1086
1116
1185
1176
1283

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
Bw25113 RS15320 WP 001326494 .1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PA0395 NP 249086.1

50234 PSm6 RS12085 WP 021218361.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1448
1307
1086
1116
1185
1176
1283

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
Bw25113 RS15320 WP 001326494.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PA0395 NP 249086.1

50234 PSm6 RS12085 WP 021218361.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

[1E)

EDPIEFVHSIWKCLINQREVH
EDPIEFVHSWKCLINQREVH

EDPIEFVHNSKKCL NQREVH
EDPIEFVHMNSKKCL NQREVH
EDPIEFVH@SKKCL NQREVH
EDPIEFVHIASKKCLINQREVH
EDPIEFVH@SKKCL NQREVH
EDPIEFVH|NYKKCLINQREVH
EDPIEFVHMNSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH
sk Dok Dokokok skokokokokkok | ]|

TIORLADVF Aeehe VR

[\ R DFFPA EK

IDRI DVFPEE [
T DRI DVFPAMEK
T DRI DVFPAMEK
TIDRIIDVFP § K
TIDRIIDVFP [ K

It MR ol AR

SFIWALRSALREDPD
SFIALRSALREDPD
GEMRALRSALREDPD
EEIMRAALRSALREDPD
GEMRALRSALREDPD
EFIMAALRSALREDPD
DTEEFIMRALRSALREDPD
DTEEFIMNALRSALREDPD
DT(EFIMRALRSALREDPD
* %k k %k E I |

LSl li(H s Ml TR

MLSESLEINAVISQN
MLSESLINAVISQN
MLSESLIHAVI QJs
MLSESLIHAVI Qs

RN

MIGGGRVA
MUGGGRVA[S

LTI AL s

IL GEMREWIEN PRALINJAETGHLVE . TLHISWYARM
IL GEMMRDBJETIRLALTAAETGHLVI® TLHTJ¢AA[N]
ILVGEMRDMETI A TAAETGHLVJIGTLHTRS AR

ILVGEWRDIMETIRLA TAAETGHLVFGTLHTNSAN

ILVGEMRDIMETIRLA TAAETGHLVFGTLHTNSAT
ILVGEMRDETIRLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIRLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIRLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIRLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIRLALTAAETGHLVFGTLHT SAAK
ILVGEMRDETIRLALTAAETGHLVFGTLHT SAAK
ILVGEMRDETIRLALTAAETGHLVFGTLHT SAAK|
Pkl Pakokokok Doakokok 11D LD DU Dok | ko

Rt 5o e 0

HEIM TPAIRNLIREDKVAQMYSIIQTG A H[QUIN

EHEIM TPAIRNLIREMKVAQMYSHMIQTG E¥IGMQ

TI RIIDVFPAEEKEMVR
TI RIIDVFPAEEKEMVR
TIDR DVFPAEEKEWMVR
TIDR DVFPAEEKEMVR
TIDR DVFPAEEKEMVR
TIDRIIDVFPAEEK MVR

MLSESL®AV  Qf
MLSESLEAV  QF
MLSESL[ VISQp
MLSESL{N| vISQp
MLSESL[AVISQpN
MLSESL{NAVISQp

.NKGGRVAAIEIM

. NK{HeAWYAL
WIGGGRVAAHEIMI
WIGGGRVAAHEIMI
MUGGGRVAAHEIMI
WAGGGRVAAHEIMI

TIDR IDVFPAEEK MVREIMLSESL[NAVISQEN
TIDR IDVFPAEEK MVREIMLSESLNAVISQpN
TIDR IDVFPAEEK MVREIWMLSESL[NAVISQEN

Kok |k ok ok ok ok ok ok ok ok ok ok K AR I IS

EIM

MIGGGRVAAHEIMI
MIGGGRVAAHEIMI
MIGGGRVAAHEIMI

®ok | koo ok |

sk ok ok ok ok ok %

i

TPAIRNLIREWKVAQMYSINIQTG
TPAIRNLIREWKVAQMYSINIQTG
TPAIRNLIREWKVAQMYSBIIQTG
IIPATRNLIRE[EKVAQMYSHIIQTG
IIPATRNLIREINKVAQMYSINIQTG
IIPATRNLIREIMKVAQMYSINIQTG
IIPATRNLIREINKVAQMYSINIQTG
E * % ok %k %k *

233
235
236
232
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
311
319
315
315
314
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1448
1307
1086
1116
1185
1176
1283
1259
1194

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
Bw25113 RS15320 WP 001326494.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAO395 NP 249086.1

50234 PSm6 RS12085 WP 021218361.1

1202
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1448
1307
1086
1116
1185
1176
1283
1259
1194

PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
Bw25113 RS15320 WP 001326494.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAO395 NP 249086.1

50234 PSm6 RS12085 WP 021218361.1

1202
1020
1060
1040
1081

consensus

PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

TE ZLgﬁLHN

KHKs PE

VEEE'L EEén%ﬁ'zgﬁéﬁL\(‘rt@r«FA”: LBy PErnsm T, oA aE LR RO REF R
UEDIRAIRY QIRYVDDKISSIEQDINLHSIA\DSANDLRLMLKTKRGDDY . . .GSGSLQNVKI........ DME..............
IERL AR Y N|HY VQEERS ILLHMDSSNDLRLMIKLGSETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. .. ..
UEDIRAIRFDIMYDHQHESS]Y ADJNLKHI\ADSPNNLRLQIKLSEEANKPLDNRERMSEMER. . . . . ... KMTFDGQRRNLK. . ...

ISR Y DK@ L ERJA
IBMMPEVIARRRINQNSESMSF
A IMOQNSESMSF

IIKHTI\HEAJNLN . KSLIg .
IRIKHTP\HEAJNLN . KSLIg.
INIRENIAREKINKI . PEN)g .

RRR

SRESIREKINKS . PENJ .
3R D SIKEKIKQ . PENJY.
MNLPTIRAVIKS . PESY.
P QTR TAMKQ . PES[HL
P QTNRTAMKQ . PES[IL
P QTR TAMKQ . PESHL

oo EEaQ

....................... 368
....................... 381
....................... 383
....................... 326
PATPAAPAAGRSEPGRAGGFGRR 418
....................... 347
....................... 347
....................... 345
....................... 345
....................... 344
....................... 344
....................... 344
....................... 344
....................... 344
....................... 344
....................... 345
....................... 345
....................... 345

X non conserved
B similar
> 507 conserved

ID.PKEJARLA. .NDASAGL.GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA

368
381
383
326
395
347
347
345
345
344
344
344
344
344
344
345
345
345



