
logo MATKDPNTAQDLSADHTPMMQQYWRLKNREQHPDQLMFYRMGDFYE I
LFYDEDAKKAAAKLLDITLTARGQSAGKTAS IPMAGIPFHSAVEGYLAKRLV

NTDB id 50230 PSm6 RS03560 WP 043243638.1 MAKDTQDLSDHTPMMQQYWRLKNQHPDQLMFYRMGDFYEIFYEDAKKAAKLLDITLTARGQSAGKSIPMAGIPFHSVEGYLAKLV 85
NTDB id 1201 CAH03854.1 414..2993( ) MTKPNADLSAHTPMMQQYWRLKREHPDQLMFYRMGDFYELFYDDAKKAAALLDITLTARGQSAGTAIPMAGIPFHSAEGYLARLV 85
consensus ! !* !!! !!!!!!!!!!!! !!!!!!!!!!!!!!!*!!*!!!!!! !!!!!!!!!!!!!! !!!!!!!!!! !!!!!*!!

logo KLGESVVICEQIGDPAATSKGPVERQVVR I ITPGTI
VSDEALLDERRDNL ILAGAVLVGDERLFGLASVLDIATSGRFSVQE I

LKGWENTLLAE
NTDB id 50230 PSm6 RS03560 WP 043243638.1 KLGESVVICEQIGDPATSKGPVERQVVRIITPGTISDEALLDERRDNLIGAVLGDERLFGLAVLDITSGRFSVQEIKGWENLLAE 170
NTDB id 1201 CAH03854.1 414..2993( ) KLGESVVICEQIGDPAASKGPVERQVVRIITPGTVSDEALLDERRDNLLAAVVGDERLFGLSVLDIASGRFSVQELKGWETLLAE 170
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!**!!*!!!!!!!! !!!! !!!!!!!!*!!!! !!!!

logo LERLMNSPAELL IPDDWPQGLPALEKRRGVRRRAPWDFDRDSAFRKSLCQQFGSTVQDLKGFGCENLTLAIGAAGCLLAGYAKETQRTALPH
NTDB id 50230 PSm6 RS03560 WP 043243638.1 LERMNPAELLIPDDWPQGLPAEKRRGVRRRAPWDFDRDSARKSLCQQFGVQDLKGFGCENLTLAIGAAGCLLGYAKETQRTALPH 255
NTDB id 1201 CAH03854.1 414..2993( ) LERLSPAELLIPDDWPQGLPLEKRRGVRRRAPWDFDRDSAFKSLCQQFSTQDLKGFGCENLTLAIGAAGCLLAYAKETQRTALPH 255
consensus !!!* !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo LRSLRHDERLADDTVI LDGASRRNLELDI
VNLASGGRDNTLQSVMVDRCQTAMGSRLLSTRWLNRPLRDNRAE I

VLEARQDS I STCLLEHRFYRFEGQ
NTDB id 50230 PSm6 RS03560 WP 043243638.1 LRSLRHDRLDDTVILDGASRRNLELDINLAGGRDNTLQSVVDRCQTAMGSRLLSRWLNRPLRDRAVLEARQDSISCLLERFRFEG 340
NTDB id 1201 CAH03854.1 414..2993( ) LRSLRHERLADTVILDGASRRNLELDVNLSGGRDNTLQSVMDRCQTAMGSRLLTRWLNRPLRNREILEARQDSITCLLEHYRFEQ 340
consensus !!!!!!*!! !!!!!!!!!!!!!!!!*!! !!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!! ! *!!!!!!!!*!!!!**!!!

logo LQPQLKDE IGDLVER I
VLAR IGLRNARPRDLARLRDALAALPEQLQAQAGMQTDGLEVAPHLGLEVLATNS IRSTYPELAELLARAI IDENTPPAVIRDG

NTDB id 50230 PSm6 RS03560 WP 043243638.1 LQPQLKEIGDVERVLARIGLRNARPRDLARLRDALAALPELQQAMTGLEAPHLGVLATNIRTYPELAELLARAIIETPPAVIRDG 425
NTDB id 1201 CAH03854.1 414..2993( ) LQPQLKDIGDLERILARIGLRNARPRDLARLRDALAALPQLQAGMQDLVAPHLLELATSISTYPELAELLARAIIDNPPAVIRDG 425
consensus !!!!!!*!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!! !! *! ! !!!! !!! ! !!!!!!!!!!!!!!* !!!!!!!!

logo GVI
LKTGYDAPELDELQASLSENAGQYLMDLEATREKARTGLAPNLKVGYNR I

VHGYF I ELPRSKVQAEQSAPADYIRRQTLKGAERF ITPELK
NTDB id 50230 PSm6 RS03560 WP 043243638.1 GVIKTGYDAELDELQALSENAGQYLMDLEAREKARTGLPNLKVGYNRIHGYFIELPRVQAEQAPADYIRRQTLKGAERFITPELK 510
NTDB id 1201 CAH03854.1 414..2993( ) GVLKTGYDPELDELQSLSENAGQYLMDLETREKARTGLANLKVGYNRVHGYFIELPSKQAESAPADYIRRQTLKGAERFITPELK 510
consensus !!*!!!!!*!!!!!! !!!!!!!!!!!!! !!!!!!!!*!!!!!!!!*!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!

logo

A
EFEDKALSAKSRALAREKLMLYDEELLEMQL I EGHQLAPLQDESTAAALAELDMVLSNLAERALNLDLNRPRFVEEQPCMRI EVQGRHPVVEQVL

NTDB id 50230 PSm6 RS03560 WP 043243638.1 AFEDKALSAKSRALAREKMLYEELLEQLIEQLAPLQDTAAALAELDVLSNLAERALNLDLNRPRFVEEPCMRIVQGRHPVVEQVL 595
NTDB id 1201 CAH03854.1 414..2993( ) EFEDKALSAKSRALAREKLLYDELLEMLIGHLAPLQESAAALAELDMLSNLAERALNLDLNRPRFVEQPCMRIEQGRHPVVEQVL 595
consensus !!!!!!!!!!!!!!!!!*!!*!!!! !! *!!!!!**!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!!!



logo

D
ETPFVANDLGSLDDATTRML IV ITGPNMGGKSTYMRQTAL IVLLAHQIGSFVPAAASCELSLPVDR I FTR IGSSDDLAGGRSTFMVEMSET

NTDB id 50230 PSm6 RS03560 WP 043243638.1 DTPFVANDLSLDDTTRMLIITGPNMGGKSTYMRQTALIVLLAHIGSFVPAASCELSPVDRIFTRIGSSDDLAGGRSTFMVEMSET 680
NTDB id 1201 CAH03854.1 414..2993( ) ETPFVANDLGLDDATRMLVITGPNMGGKSTYMRQTALIVLLAQIGSFVPAAACELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 680
consensus *!!!!!!!! !!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ANI LHNASTDRSSLVLMDEVGRGTSTFDGLSLAWAAAEHLAKRLRAFYTLFATHYFELTVLPESEPVVANVHLNSATEHNER IVFLHHVL
NTDB id 50230 PSm6 RS03560 WP 043243638.1 ANILHNATDSSLVLMDEVGRGTSTFDGLSLAWAAAEHLARLRAYTLFATHYFELTVLPESEPVVANVHLNATEHNERIVFLHHVL 765
NTDB id 1201 CAH03854.1 414..2993( ) ANILHNASDRSLVLMDEVGRGTSTFDGLSLAWAAAEHLAKLRAFTLFATHYFELTVLPESEPVVANVHLSATEHNERIVFLHHVL 765
consensus !!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!

logo PGPASQSYGLAVAQLAGVPAGDEVIQRARDQHLASRLETTSLPSHEAPKRAIATPGQPAVPPMQSDMFASLPHPVLDEELAGKR I
L
N
QPDDLVTPRQRALE

NTDB id 50230 PSm6 RS03560 WP 043243638.1 PGPASQSYGLAVAQLAGVPADVIQRARQHLARLETTSLPHEAPKAAPGQPVPPMQSDMFASLPHPVLDELAKLQPDDLTPRRALE 850
NTDB id 1201 CAH03854.1 414..2993( ) PGPASQSYGLAVAQLAGVPGEVIQRARDHLSRLETTSLSHEAPRITPGQPAPPMQSDMFASLPHPVLEELGRINPDDVTPRQALE 850
consensus !!!!!!!!!!!!!!!!!!!**!!!!!! !! !!!!!!!*!!!!* !!!! !!!!!!!!!!!!!!!!*!!****!!!*!!! !!!

<0

logo LLYSTLKATR IO
NTDB id 50230 PSm6 RS03560 WP 043243638.1 LLYTLKARI. 859
NTDB id 1201 CAH03854.1 414..2993( ) LLYSLKTRI* 859
consensus !!!*!! !!
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