
logo MI
VKLTAQQI FDKLLDNEEKI LSAVNGQIRFFLGDVDI IVKQKDVVGNI IQEWLGGWLRKRE I EFDVSTNTQMPPDFFLNKKDRSREL

NTDB id 50179 HT073 RS03785 WP 003697156.1 MIKLTAQQIFDKLLDEEKILSANGQIRFFLGDVDIIVKQKDVVGNIIQEWLGGWLRKREIEFDVSTNTQMPPDFFLNKKDRSREL 85
NTDB id 1091 NMB RS05385 WP 002217109.1 MVKLTAQQIFDKLLNEEKILSVNGQIRFFLGDVDIIVKQKDVVGNIIQEWLGGWLRKREIEFDVSTNTQMPPDFFLNKKDRSREL 85
consensus !*!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LEVKAFNRNACSPGFDIADFKMYSDE I IHKPYMLDVDYL I FGYDMDDNGNVTIKDLWLKKVWQITRSMDGWAINLQVKKGVVHKIR
NTDB id 50179 HT073 RS03785 WP 003697156.1 LEVKAFNRNACPGFDIADFKMYSDEIIHKPYMLDVDYLIFGYDMDDNGNVTIKDLWLKKVWQITRSMDGWAINLQVKKGVVHKIR 170
NTDB id 1091 NMB RS05385 WP 002217109.1 LEVKAFNRNASPGFDIADFKMYSDEIIHKPYMLDVDYLIFGYDMDDNGNVTIKDLWLKKVWQITRSMDGWAINLQVKKGVVHKIR 170
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PGVWYS INKKNMPMFECLEDFVSAI EETVYQNPATRHNASLWKKKFEEAYKKHYNRS I S IPRWHE IAHKYKKK
NTDB id 50179 HT073 RS03785 WP 003697156.1 PGVWYSINKKNMPMFECLEDFVSAIEETVYQNPATRHNASLWKKKFEEAYKKHYNRSISIPRWHEIAHKYKKK 243
NTDB id 1091 NMB RS05385 WP 002217109.1 PGVWYSINKKNMPMFECLEDFVSAIEETVYQNPATRHNASLWKKKFEEAYKKHYNRSISIPRWHEIAHKYKKK 243
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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