
logo MNNL IKINLLPYREEMNKRKQQQFKTLMYGAVLTGVAAVAATYLF IDNMINKNQSEKRNTLLE I
TS IAHLDTELSE IQKLKQEKDAFL

NTDB id 50167 HT073 RS00505 WP 003687354.1 MNNLIKINLLPYREEMNKRKQQQFKTLMYGAVLTGVAAVAATYLFIDNMINKQSEKNTLLEISIAHLDTELSEIQKLKQEKDAFL 85
NTDB id 1093 KZH42 RS10320 WP 002214520.1 MNNLIKINLLPYREEMNKRKQQQFKTLMYGAVLTGVAAVAATYLFIDNMINNQSERNTLLETSIAHLDTELSEIQKLKQEKDAFL 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo IKKNKI EGELQI
LKRLQAAKI LDSLNEAVPGSTYLTSLDAVTADSYRLSGRTSSDNRVAAMMRAMPNTGI FKQPELLS IKKNNSHQE

NTDB id 50167 HT073 RS00505 WP 003687354.1 IKKNKIGELQIKRLQAAKILDSLNEAVPGSTYLTSLDAVTADSYRLSGRTSSDNRVAAMMRAMPNTGIFKQPELLSIKKNNSHQE 170
NTDB id 1093 KZH42 RS10320 WP 002214520.1 IKKNKIEELQLKRLQAAKILDSLNEAVPGSTYLTSLDAVTADSYRLSGRTSSDNRVAAMMRAMPNTGIFKQPELLSIKKNNSHQE 170
consensus !!!!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FTLQATLQP IVKAAESKENPASGNAQEAN
NTDB id 50167 HT073 RS00505 WP 003687354.1 FTLQATLQPIVKAAESKENPASGNAQEAN 199
NTDB id 1093 KZH42 RS10320 WP 002214520.1 FTLQATLQPIVKAAESKENPASGNAQEAN 199
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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