logo

NTDB id 50101 HTO78 RS07030 WP 003687645.

NTDB id 1106 NGFG RS01495 WP 003687645.1
NTDB id 1102 NMB RS03635 WP 002244053.1
consensus

logo

NTDB id 50101 HTO78 RS07030 WP 003687645.

NTDB id 1106 NGFG RS01495 WP 003687645.1
NTDB id 1102 NMB RS03635 WP 002244053.1
consensus

logo

NTDB id 50101 HTO78 RS07030 WP 003687645.

NTDB id 1106 NGFG RS01495 WP 003687645.1
NTDB id 1102 NMB RS03635 WP 002244053.1
consensus

logo

NTDB id 50101 HTO078 RS07030 WP 003687645.

NTDB id 1106 NGFG RS01495 WP 003687645.1
NTDB id 1102 NMB RS03635 WP 002244053.1
consensus

LU AT AN VLA S RANL LSt TR

MKKILLTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTAYAYYKD
MKKILLTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTAYAYYKD
MKKILLTVSLGLALSACATQGTNDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHANQSQLDTAYAYYKD

RRALA RN o DALY FEFURLAD SR RRCATAEL VLA

DEKDKALAATERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATARM
DEKDKALAATERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATARM
DEKDKALAAT RFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATARM

AT T T

VKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRRVLETNFPKSPFLTHAW
VKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQONTRYVEESLAILELAYKKLDKPQLAADTRRVLETNFPKSPFLTHAW
VKLVDALGGNEMSVARYYMKRGAYTAAANRAWNKIIGSYQNTRYVEESLATILELAYKKLDKPIMLAADTRRVLETNFPKSPF LIqNIZW

ol iy

QPDDMPWWRYWH 267
QPDDMPWWRYWH 267
BSIDDMPWWRYWH] 267

similar

[><] e

non conserved

> 50% conserved

170
170
170

255
255
255



