logo

NTDB id 50087 HTO078 RS01445 WP 003703428.1
NTDB id 1127 NGFG RS10560 WP 003703428.1
NTDB id 1126 NGFG RS09375 WP 003703428.1
NTDB id 1125 NGFG RS07215 WP 003703428.1
NTDB id 1108 NGFG RS06525 WP 003703428.1
consensus

logo

NTDB id 50087 HTO078 RS01445 WP 003703428.1
NTDB id 1127 NGFG RS10560 WP 003703428.1
NTDB id 1126 NGFG RS09375 WP 003703428.1
NTDB id 1125 NGFG RS07215 WP 003703428.1
NTDB id 1108 NGFG RS06525 WP 003703428.1
consensus

AL

I

R LEATLATAR L L) AL

il

il

il

MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKATAEYRAQNG
MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKATAEYRAQNG
MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKATAEYRAQNG

MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKATAEYRAQNG

MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLESCAFSLAAVNINAASQQELEALPGIGPAKAKATAEYRAQNG
Pt rrrr et rrrr e rrrr ettt e e rrrr e rrrrrrrrrrrrrrrnd

DN AVLALGLT AL AN

AFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
AFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
AFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
AFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131

AFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
PELEE el

K non conserved
B similar

> 50% conserved



