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NTDB id 49994 TSUB RS10205 WP 087024377.1 MNPDQVNKPSFAFKAFKMSALTGACLLAFNSYAAIDCTNIPAWDAGAVYNGGEQVQQNDVAYKAKWWTQGEDPATTGDWGVWGTV 85
NTDB id 1300 VP RS19160 WP 005479129.1 ...MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQAGQWGEWESL 82
consensus *** ** * ! *! !!* !!!!!!!!!!*!! *** !! !!!!!*!!!* !!!!**!!! !! ! !! ! **
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NTDB id 49994 TSUB RS10205 WP 087024377.1 DQCDT..VVLPPDNLVPTVSLTSPTANQTFQVGDTVNMTANAADEDGTVARVDFLVNGQVVASSTQAPYSASWVAEQGTQTVSAI 168
NTDB id 1300 VP RS19160 WP 005479129.1 GACDGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATEGVHEFSTK 167
consensus !! ***! !! ! *!!!*!! !*! * !* !!* ! !!! !!!* *!*! ! ! *!* !! !!* !!! ! ! * !
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VAKQVDEFFYLVADGAVLAVGQTAQTAQAPFYGTFLDVWLTAPDS
NTDB id 49994 TSUB RS10205 WP 087024377.1 AYDDKDAASVVSAAAIV.VEGPVGNVAPNATISLSASQVVVGSTVSIAATAEDSDGTVAQVEFFLDGVLVQTQTQAPFGFDWLAD 252
NTDB id 1300 VP RS19160 WP 005479129.1 SYDDAGAVSTASSVTLTIASVQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGTATAAPYTLDVTPS 252
consensus !!! ! ! ! * * **!! !! * !!!* * *! !!** ! ! ! !!**! !*!** ! ! ! ! !!* ! *
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NTDB id 49994 TSUB RS10205 WP 087024377.1 TAGNYTLSVVATDNEGATG.TAQAALRVVAESAGTNCRPTGLYQTPNVDVPYCTQYDADGREILANNLPRRIIGYFTSWRNDGSD 336
NTDB id 1300 VP RS19160 WP 005479129.1 KAGALAVYAKATDNAGASTDSAIATLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGADHPRRVIGYFTSWRAGDDP 337
consensus !! * !!!! !!* **! ! ! ! * **!!!! !!!!!* !!!!!!* !! *!!! ** *!!!*!!!!!!!! *
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NTDB id 49994 TSUB RS10205 WP 087024377.1 QTSYLVNDIPWEQLTHINYAFAGVKADGTINIGDVTDPTNPATGLEWADVEIDPTLGFKGHFGALATAKKKHGVKTLISIGGWAE 421
NTDB id 1300 VP RS19160 WP 005479129.1 QSTYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHFGALATYKQKHDVKTLISIGGWAE 422
consensus !**!!! !!!!!!!!!!!!!! * !! *!*!!! !! !*!!! !* !!*!!!!!!!!!!!!!!! ! !! !!!!!!!!!!!!

logo TGGHFDGADNGDNRVANDGGFYTMTTNADGSTI
PNHMAGI EQKFAAKESASVAEFMI

MRKYKQFDGLVDIDYEYPTSMASGAGNPMYDFKDVFMSDEAPRRAQYLMWANSY
NTDB id 49994 TSUB RS10205 WP 087024377.1 TGGHFGADGNRVNDGGFYTMTTNADGTPNMAGIQKFAKESVAFIRKYQFDGVDIDYEYPTSMSGAGNPMDFVFSDARRAYLMNSY 506
NTDB id 1300 VP RS19160 WP 005479129.1 TGGHFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQYLWASY 507
consensus !!!!! ! ! !! !!!!!!!!!!!!!**!*!!! !!! ! *!!! !!!*!!!!!!!!!! !!!!! ! ! **!! !! !!
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NTDB id 49994 TSUB RS10205 WP 087024377.1 KILMKELRVELDKASAEDGVHYMLTIASPSSGYLLRGMETMDITKYLDYVNIMTYDLHGAWNDHVGPNAALYDTGEDSELAAWNV 591
NTDB id 1300 VP RS19160 WP 005479129.1 QELMKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNV 592
consensus !!! !! !! !!! !! !!!!!!! !!!!!!!!!!!! !*!!!!!!!!!!*!!!!!!!!!!!! !!!!*!!! !!!!! !!!



logo YGTAAYGGIGYLNTDWAYHNYFRGSMPAGR INIGVPYYTRGWQGVTGGDTNGLWGKRAALPNQAECQAPGTGEGEKNNCGNGAI
MGIDNLM

NTDB id 49994 TSUB RS10205 WP 087024377.1 YGTAAYGGIGYLNTDWAYNYFRGSMPAGRINIGVPYYTRGWQGVTGGTNGLWGKAALPNQAECQAGTGEGEKNNCGNGAMGIDNL 676
NTDB id 1300 VP RS19160 WP 005479129.1 YGTAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGDNGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNM 677
consensus !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!*
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NTDB id 49994 TSUB RS10205 WP 087024377.1 WHDLDEQGREMGAGSNPMWHAKNLEHGVLGSYLDAYGLDPANNPVHALVGDYQRFYDAVAVAPWLWNAEKNVFLSTEDKDSVNVK 761
NTDB id 1300 VP RS19160 WP 005479129.1 WHDLDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVNDPSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVK 762
consensus !!!!!*!!!!!!!!!!!!!!!!!!!*!* !!! !!!!!! ! ! * !!! ! ! !! !!!!!!!!!!!! !!!!!!!! !* !!
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NTDB id 49994 TSUB RS10205 WP 087024377.1 ADYIVDKGIGGVMFWELAGDYNCYIVDATGKRGFVDATEQACMTGTGEYHMGNTMTTAFYDKFVNAAPYNVNQANITMPTEALDI 846
NTDB id 1300 VP RS19160 WP 005479129.1 ADYVIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDATEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDI 847
consensus !!!**!! !!!*!!!!!!!!!!!!**!! ! ! *!!!!!!! ! !!!!!!!!!! ! !!!! ! !! ! * !!!!*!!
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LPGGTEQFQFDIPTVSAPDNAKDQSGGGLAKVIASAGHSTRAGNNIGGLDKGEVLMHRVASFSLPAT
NTDB id 49994 TSUB RS10205 WP 087024377.1 SVSIDGFKVGDQNYPINPKITFTNNTGVDLPGGTQFQFDIPTSAPDNAKDQSGGGLAVIASAHS.GNNIGGLKGELHRVAFSLPT 930
NTDB id 1300 VP RS19160 WP 005479129.1 TVSVGGFKVGDQNYPINPKITFTNNTGQAIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPA 932
consensus *!!* !!!!!!!!!!!!!!!!!!!!!! *!!!! !!!!!! !!!!!!!!!!!!!! !!!!*!***!!!!!! ! *!!! !!!!
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N
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V
G
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NTDB id 49994 TSUB RS10205 WP 087024377.1 WKALPAGGSYELDMVYYLPISGPSSYTVNVNGVDYAFAFEYPELPIGDPSAGNGGGNGGGNGGTCDTAGLVTYPNFPQTDWQGNP 1015
NTDB id 1300 VP RS19160 WP 005479129.1 WKDLPAGGTYELDMVYYLPISGPANYSVISGGKEFAFKFEQPDLPIGDLNAGTGGG.GTTEPGSCDTAGLVTYPNLPQTDWAGNP 1016
consensus !! !!!!!*!!!!!!!!!!!!!! !*! ! **!! !! !*!!!!!* !! !!!*! *!*!!!!!!!!!!! !!!!! !!!

logo SHANQGDKVIHNGNTVVFYQANWWTASETPGSDGSWASSTVCNTFI
NTDB id 49994 TSUB RS10205 WP 087024377.1 SHANQGDKVIHNNTVFQANWWTASTPGSDGSWSSVCTF 1053
NTDB id 1300 VP RS19160 WP 005479129.1 SHANQGDKVIHNGVVYQANWWTASEPGSDGSWATVCNI 1054
consensus !!!!!!!!!!!! !*!!!!!!!! !!!!!!! *!!
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