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NTDB id 49993 TSUB RS08970 WP 087019268.1 MLKIKYLTALV.GLSLASNALAMNIQPDPDTPNGYLVSKADVAAAEAAKTSDPMYAIWAKALETAPNTVVDAIRPGLASNPANVV 84
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATNPENVK 85
consensus ! *!*!* **** ! !!!!!!! !!!!** **!! ! ! !!!!!!!!!! !!!! !!*!!*!! !! !*!! !!

logo RAVERVFPESTEWDI FLTDQMAAPEYTYTKRFLQRAIGKFPAFCGDEYTDGRDASDAICKKRS IVTAFAHFAQETGGHIAS IVDNVSWDNPKLGLEEW
NTDB id 49993 TSUB RS08970 WP 087019268.1 RAERVFPETEWIFLTDMAAPEYTYTKFLQAIGKFPAFCGDYTDGRDADAICKRSIVTAFAHFAQETGGHIAVDNVWDNPKGLEEW 169
NTDB id 1299 VP RS02975 WP 005483021.1 RVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNVSDNPLGLEEW 170
consensus ! !!!!!!*!! !!! !!!!!!!!!*!! !!!!!!!!!!*!!!!!! !!!!!*!!!!!!!!!!!!!!!!! *!!! !!! !!!!!

logo QQALVHVREMGWSEGQEVGYTTGCGQNDWQNKRWPCAEDPGQGYFGRGAKQLSYHFNYGAFSEVMF
YDGDASTVLLKNNPAGLVADSTWLNLA

NTDB id 49993 TSUB RS08970 WP 087019268.1 QQALVHVREMGWSEGQVGYTTGCGQNDWQNKRWPCADGQGYFGRGAKQLSYHFNYGAFSEVMYDGDATVLLNNPALVADTWLNLA 254
NTDB id 1299 VP RS02975 WP 005483021.1 QQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVLLKNPGLVADSWLNLA 255
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!! !!*!!!!*!!!!!

logo SAIWFFLTPQAPKPAMLHVIDRTWSVPSQRE I
LDAGIGYGFGTTINI

V INGGI ECGEQNKDKGQPVNR IRYWEGLASASFHYQIP I EADEK
NTDB id 49993 TSUB RS08970 WP 087019268.1 SAIWFFLTPQAPKPAMLHVIDRTWSPSQREIDAGIGYGFGTTINIINGGIECGEQNKDKGQPVNRIRYWEGLSSFYQIPIEADEK 339
NTDB id 1299 VP RS02975 WP 005483021.1 SAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAAHYQIPIEADEK 340
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!

logo NTCWQQTPYGS ILNLENGAKTDVLYTNWDGDNWKTYHYASDRPGGHVSFECEKLVGFYQTAYSALVAPGDYEKCVTNFYEQSHAGNWPAEVRVVDKTLDPP
NTDB id 49993 TSUB RS08970 WP 087019268.1 NTCWQQTPYGSINLEGAKDVLYTNWDGDWTYHADRPGGVSFECKLVGYQTAYSALVPGDYEKCVTNFYESHANWPAVRVVDTLPP 424
NTDB id 1299 VP RS02975 WP 005483021.1 NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDYEKCVTNFYQSHAGWPEVRVVDKLDP 425
consensus !!!!!!!!!!!*!! !! !!!!!!!!! ! !* !!!!!*!!!! !!!*!!!!!!!!*!!!!!!!!!!! !!! !! !!!!! !*!
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VYERAKWWSTQGNEIPSTDKGDGPWEKFLVESGNTTPTDEPPTVTEPEPPVTEPEPPVTEPEPPV
NTDB id 49993 TSUB RS08970 WP 087019268.1 GDGGNPGGDPQNPAWDATAVYTGGDTVTYQNAIYRAKWWTQGNIPSDGGPWEFVENTTPTDPPVTEP..PVTE..PPVTE..PPV 503
NTDB id 1299 VP RS02975 WP 005483021.1 VDPVDPPV.GGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSGT.PTEPPTTEPEPPVTEPEPPVTEPEPPV 508
consensus !* !* ** *!!! !! !! !*!! !*! !!!!*!!! !* ! !! ! !*!!*!! !!!**!!!!**!!!!!**!!!

logo TEPPVTEPPVTEPVPPPVATGTDSAF IQVWEQAPGVTKQAVADNGDKVTHYNQGNKCFVAKNGSPGVWESTPTQSNWFWDE I
V
A
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NTDB id 49993 TSUB RS08970 WP 087019268.1 TEPPVTEPPVTE...PPATDAIVWQAGVTKAADGDKVTHNGKCFVAKNSPGVWETPTQSNWFWDEVACQ 569
NTDB id 1299 VP RS02975 WP 005483021.1 TEP...EPPVTEPVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWESPTQSNWFWDEISCQ 574
consensus !!!***!!!!!!***!* ! ! *!!! ! !!!!!** !!!!!!! !!!!!*!!!!!!!!!!* !!
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