
logo MSDKNQRTYEHI
LEEKYQTWDLTTI FAPTDAEADWEATELYAEDSLTQVAQDELTEKKATKSAEFYAGHLLDSAKNSLLEGAI STELTQYLMSLMRR I

LEKI
LYVYASMKNDQDTRTEV

NTDB id 49839 SSUA7 RS05570 WP 014638977.1 MSKQRYEIEEKYQWDLTTIFPTDEAWEAELADLQAETEKTKEFAGHLLDSAKSLLEISETQLSLMRRIEKLYVYASMKNDQDTRE 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTTV 85
consensus !! *! **!!!! !!!!!!!*!! !! ! * ! *!!!!!!!!! !! *! *!!!!!*!!*!!!!!!!!!!!!

logo GKLYQEFYQAKAMSGNLYASQVFLSEQAFAFYFYEPEFMAGI
L
D
T
D
E
E
KKLAEAEFKEVEQEPAGLGVLQYDSHQYFEKRLLAANKDHVLSQEAVEELVLAAATGSDE I FENGSPATDET

NTDB id 49839 SSUA7 RS05570 WP 014638977.1 GKYQEFQAKAMGLYAVFSQAFAFYEPEFMGITEEKLEAFKVEEPALVQYSHQFEKLLAAKDHVLSQEVEEVLAATSEIFESPAET 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTDT 170
consensus ! !!!*!!!! !! ! !!!**!!!!!** * !! !! !!*! ! ! !!*!!! !!!!!!!! !!*!!! *!! ! *!

logo FNSVLDNADS ILLRFPEWI
V
S
TDEGDQGDHLVVEPLSTHGNFYIHTFLMESKDNRDI

VRKQEGAYEAMYGTYEQFQHTYAKQTLQGSNVVKVHNNLYKQAKRLVRHKYDNSARHA
NTDB id 49839 SSUA7 RS05570 WP 014638977.1 FSVLDNASLRFPEITDEDGHLVPLSHGNYIHFMESKNRDVRQEAYEAMYGTYEQFQHTYAKTLQSNVKVNNLKARLRKYDSARHA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARHA 255
consensus ! !!!!! * !! **! !**!*!*!!!*!* !!!! !!*! !!!!!!!!!!!!!!!!! !!! !!!*! !**!*! !!!!!

logo

A
SLAANF IPESVYDSTLLVAEASVNKHLPLLHRYI

L
D
NLRKKLVLGI

LDDELKMYDMVYTPLSDEFTESTAKI
L
S
TYEDEASLKKACEQETVLAE I FGEDEYSAKGIVHKAEA

NTDB id 49839 SSUA7 RS05570 WP 014638977.1 SLAANFIPESVYDTLVAAVNKHLPLLHRYINLRKKLLGIDDLKMYDMYTPLSDFSTKISYEDALKKCQETLEIFGEDYSAIVKEA 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHAA 340
consensus !!!!!!!!!!!!*!* !!!!!!!!!!!* !!!!*!!*!*!!!!!*!!!!!* ! **!!* !!!* ! ! !!!!*!! !* !

logo FETENRWIDVHPVNEKGKRSGAYSGGAYDTNAFMLLNWQDNTLDNLMF
YTL IVHETGHSLHSMTFLTRKQTQPYVYGDQYLP I

LFLAE IASTTNENI
LLT

NTDB id 49839 SSUA7 RS05570 WP 014638977.1 FENRWIDVHVNEGKRSGAYSGGAYDTNAFMLLNWQDNLDNMYTLIHETGHSLHSMLTRKTQPYVYGQYLLFLAEIASTTNENLLT 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILT 425
consensus ! !!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!! !!!**!!*!!!!!!!!! !! !!!!!!! !**!!!!!!!!!!!!*!!

logo EKTLLAKEVEKDDKETRFAI LNHYLDGFKRGTVFRQTQFAEFEHQAIHYEKADAQESGQI
VLTADFLMNEKLYAGDQLTNEKYYGNLKSAEDENPYE IQFEWAER I

NTDB id 49839 SSUA7 RS05570 WP 014638977.1 EKLLAEVEDDKERFAILNHYLDGFRGTVFRQTQFAEFEQAIYKADQEGQVLTADFLNELYGQTNEKYYGLSAEENPEIQFEWARI 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERI 510
consensus ! !! !! !!! !!!!!!!!!!!!*!!!!!!!!!!!!!*!!* !! !!*!!!!!*! !!* !!!!! ! !!*!*!!!!!! !!

logo PHFYMYNFYYVYQYATGFAAASAYLAENKIVHNGSTEPEDKEANYLNTYLKAGSSDYPSLENVIAKKAGVDMTKNETDYLDNADAFKVFEADRLEVELEALVE
NTDB id 49839 SSUA7 RS05570 WP 014638977.1 PHFYYNFYVYQYATGFAAASALANKIVNGSPEDKENYLNYLKAGSSDYSLNVIAKAGVDMTKEDYLNDAFKVFEARLEELEALVE 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVE 595
consensus !!!! !*!!!!!!!!!!!!! !! !!!*!**!!!! !! !!!!!!!!!*! !! !!!!!!! !!! !!!!!! !! !!!!!!!



logo KGVHLS
NTDB id 49839 SSUA7 RS05570 WP 014638977.1 KGVHL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KGVHLS 601
consensus !!!!!*

X non conserved
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X ≥ 50% conserved


