
logo MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVASDAQLKYAWVSPTTSSGLL IDELTENTTDST
NTDB id 49802 SSUD12 RS09125 WP 014638618.1 MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVSDAQLKYAWVSPTTSSGLLIDELTENTTDST 80
NTDB id 463 GPW51 RS08685 WP 012775331.1 MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVADAQLKYAWVSPTTSSGLLIDELTENTTDST 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FGGFMVDI SLMFGFYDGENRKLDDSGLAKAEFDVAKGKKITVSLTGKDYKWSDGEQPSFTINDYI FTIKSMASKDYTGI
VRFDDKFLN

NTDB id 49802 SSUD12 RS09125 WP 014638618.1 FGGFVDISLFGFDGNRKLDDSGLAKAEFDVAGKKITVSLTGKDYKWSDGQPFTINDYIFTIKSMASKDYTGVRFDDKFLN 160
NTDB id 463 GPW51 RS08685 WP 012775331.1 FGGMVDISMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESFTINDYIFTIKSMASKDYTGIRFDDKFLN 160
consensus !!! !!!!*!!*!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!*!!!!!!!!

logo I EGMQEFVDGKASDI SG IKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK
NTDB id 49802 SSUD12 RS09125 WP 014638618.1 IEGMQEFVDGKASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK 240
NTDB id 463 GPW51 RS08685 WP 012775331.1 IEGMQEFVDGKASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IKE IVNGES ITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIADEMPVDQLDSYKDKASNLNIVGQSLDESASYEYI
NTDB id 49802 SSUD12 RS09125 WP 014638618.1 IKEIVNGESITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIADMPVDQLDSYKKASNLNIVGSLDSAYEYI 320
NTDB id 463 GPW51 RS08685 WP 012775331.1 IKEIVNGESITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLESSYEYI 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!! !*! !!!!

logo SFNFGKYDEAAGKNVMDENAKMNDVKLRQAIAYAIDTKTAGEKSLYNGLYHPAKSL I I SFFGDIHDSELEGYSYNPEKAKK
NTDB id 49802 SSUD12 RS09125 WP 014638618.1 SFNFGKYDEAAGKNVMDENAKMNDVKLRQAIAYAIDTKTAGESLYNGLYHPAKSLIISFFGDIHDSELEGYSYNPEKAKK 400
NTDB id 463 GPW51 RS08685 WP 012775331.1 SFNFGKYDEAAGKNVMDENAKMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSLIISFFGDIHDSELEGYSYNPEKAKK 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LLDEAGYKDVDGDGIREGKDGKAFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDAAID
NTDB id 49802 SSUD12 RS09125 WP 014638618.1 LLDEAGYKDVDGDGIREGKDGKAFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDAAID 480
NTDB id 463 GPW51 RS08685 WP 012775331.1 LLDEAGYKDVDGDGIREGKDGKAFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDAAID 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MYAGGWSTGYDPNPSGLWGP IAAFNMSRFVSDENTKLLEAI SSATESFDDKKNVENYKAWQKYAHYEQAFAIPTFESEKS ITVA
NTDB id 49802 SSUD12 RS09125 WP 014638618.1 MYAGGWSTGYDPNPSGLWGPIAAFNMSRFVSDENTKLLEAISSTESFDDKKNVENYKAWQKYAYEQAFAIPTFESESIVA 560
NTDB id 463 GPW51 RS08685 WP 012775331.1 MYAGGWSTGYDPNPSGLWGPIAAFNMSRFVSDENTKLLEAISSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEKITA 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! ! !



logo

L
VNKRVKNSYDTKNYGSASGKTGI

LALYEGNI ELTADKGVVAE
NTDB id 49802 SSUD12 RS09125 WP 014638618.1 LNKRVKNYDTNYGSASGKGIALENIELTADKGVVAE 596
NTDB id 463 GPW51 RS08685 WP 012775331.1 VNKRVKSYDTKYGSASGTGLAYEGIELTADKGVVAE 596
consensus *!!!!! !!! !!!!!! !*! ! !!!!!!!!!!!!
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