logo

NTDB id 49790 SSUD12 RS04235 WP 024409447.1
NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

logo

NTDB id 49790 SSUD12 RS04235 WP 024409447.1
NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

logo

NTDB id 49790 SSUD12 RS04235 WP 024409447.1
NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

logo

NTDB id 49790 SSUD12 RS04235 WP 024409447.1
NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

logo

NTDB id 49790 SSUD12 RS04235 WP 024409447.1
NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

gl

AR R L

N s TV s vl oLA NRATFEOLFER

QN SN T/ARREKKEFAL ANGFRIARITY[@PNSVFILQD
INTIE A D

HS FE |gF VFTEIFIRUMT II QUMHEE Y SVD SL MY EN DR
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR

MESKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR
D koskskokook |okokoskokoskokok Dok Dokokok Dok DD Dk D Dokok D Dok D Dok Dok Dokokokok Dokokok | okok | okokokok K K K K K K K K K oK K K oK K oK K K K oK ok K K

oeennoc DS T EONoFTouL ScRFLC L Lok

EIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYG

EIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYG
EIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVENSYG

EIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYG
Hokokokokokokok || okokok [okok | okokokokokokokokok ok |okok | okookosk ok ok okok ok okok 1ok | ok ok ok ok ok ok

Cer R Enssy . Sl AT s ) S LAY AR LS.

MSEDYRY TIE LATDE.GYYS.Y IKYAW L NSQ &S M pw¢ERpy I vMysitw 'S LAS YL |y S RP LMSMQK
N INT QLE ANSY Y&y I EvMpRfFw 'S 'AS YLA [§SE P LER§ K
.STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQK

BMSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQK
NNSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQK
QEEIYRVILMETNISSVSMRSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQK
F Dok b1 skokokok ok ok % ok ok ok ok sk 11 | skokokok | Dskoskoskokoskok ok ok kokokokokok DD okokok Dakok Dokok D Eok | Dokookok Dok Dok | oskoskoskok |

CSPRMCHELT LALARL LG AT S SSLE e LD o

Q
QQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFF

QQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFF
QQSFVENASHELRTPLAVLONRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFF
QQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFF

ol o T DM sl

NTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGIST,

NTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGIST
NTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGIST,
NTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGIST
kokok Pk Do DD Do bl skskokokoskokok | ok klosk D lokok Doe DR DD DD D bl Pokok DL Dokokoskoskokoskor | ook ko bk DDl ]k

159
138
140
140
140
140

239
213
216
216
216
216

319
293
296
296
296
296

399
373
376
376
376
376



logo

NTDB id 49790 SSUD12 RS04235 WP 024409447.1
NTDB id 363 SMU RS05195 WP 002262215.1

NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1
consensus

ol

IFRIRATRA LA

LKy MO T e v

J\ADKKKIFDRFYRVDKARTRQKGGFGLGLSLA[NQ V DNNPKGTIFEV{E 138
EDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIWD LKG HVKDIIKPMGE FEM 1HY |8
EDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK

EDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
EDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK

EDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIATIQTPSKKKK
L O e e O e e LI B B A | [ 1 skoskoskosk ok %k ok ok ok k ok koK

X non conserved
B similar
> 507 conserved

459
435
444
444
444
444



