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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLIL....FICSILLALFRK.......YYLMIPILIVFAVFFLLINSLSIRDN 72
NTDB id 49736 SSUD9 RS04075 WP 014636902.1 .MSRLSKLPCQPVHLAVLAVAAYFAVHSFSLLT.MGLLS...LLLLVFGFRQGKAVFIKTLPLLALCG...LFFGYQKVQWERAD 77
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSA.......GKVLIICGIFGFWFLFQNWQQSQAS 78
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSA.......GKVLVICGIFGFWFVFQNWQQSQAS 78
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSA.......GKVLIICGIFGFWFVFQNWQQSQAS 78
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSA.......GKVLIICGIFGFWFVFQNWQQSQAS 78
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSA.......GKVLIICGIFGFWFVFQNWQQSQAS 78
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSA.......GKVLIICGIFGFWFVFQNWQQSQAS 78
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NTDB id 596 KW2 RS08720 WP 021037686.1 ENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDDQKYLAS 157
NTDB id 49736 SSUD9 RS04075 WP 014636902.1 QLAPEQVTTMQVIPDTIEVNGDSLSFRGRADGQTYQVFYKLTSQEEQTYFQKLTGLVQLEVEAEISLPAGQRNFKGFDYQAYLKT 162
NTDB id 494 SM12261 RS04305 WP 000942409.1 QNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFDYQAYLKT 163
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDYQAYLKT 163
NTDB id 189 SPR RS04300 WP 000942407.1 QNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKT 163
NTDB id 223 SPD RS04540 WP 000942407.1 QNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKT 163
NTDB id 154 SP RS04735 WP 000942394.1 QNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKT 163
NTDB id 264 KZH43 RS04200 WP 000942407.1 QNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKT 163
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NTDB id 596 KW2 RS08720 WP 021037686.1 QNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGIIHLFALSGMQV 238
NTDB id 49736 SSUD9 RS04075 WP 014636902.1 QGIYRTVKITAIKKIVPVQSWNVFDWLSNWRRQALVYVKTNFPAPMSHYMTGLLFGELDSEFDQMSDLYSSLGIIHLFALSGMQV 247
NTDB id 494 SM12261 RS04305 WP 000942409.1 QGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGIIHLFALSGMQV 248
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQV 248
NTDB id 189 SPR RS04300 WP 000942407.1 QGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQV 248
NTDB id 223 SPD RS04540 WP 000942407.1 QGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQV 248
NTDB id 154 SP RS04735 WP 000942394.1 QGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQV 248
NTDB id 264 KZH43 RS04200 WP 000942407.1 QGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQV 248
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NTDB id 596 KW2 RS08720 WP 021037686.1 NFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVTTLVLMLISPKFLLTTGGQLT 320
NTDB id 49736 SSUD9 RS04075 WP 014636902.1 GFVIDKFRWILLRLGLTKETVDKLQIPFSLVYASLTGFSVSVVRSLVQKILGNLGLRKLDNFAVTVFVCLLILPRFLLTAGGVLT 332
NTDB id 494 SM12261 RS04305 WP 000942409.1 GFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFLTAGGVLS 333
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIIMPNFFLTAGGVLS 333
NTDB id 189 SPR RS04300 WP 000942407.1 GFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLS 333
NTDB id 223 SPD RS04540 WP 000942407.1 GFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLS 333
NTDB id 154 SP RS04735 WP 000942394.1 GFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFLTAGGVLS 333
NTDB id 264 KZH43 RS04200 WP 000942407.1 GFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLS 333
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NTDB id 596 KW2 RS08720 WP 021037686.1 LFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFMLLPLLLCCFLISFLGFSLNLNF 405
NTDB id 49736 SSUD9 RS04075 WP 014636902.1 FTYAFLLTVFD..FEDLGQVKKAAVESLSISLGILPVLMTYFYAFQPLSILLTFAFSFVFDVLLLPGLSVIFLLSPIVKITWING 415
NTDB id 494 SM12261 RS04305 WP 000942409.1 CAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSILFALSFLHPVIQLNF 415
NTDB id 522 SMSK321 RS04965 WP 000942453.1 CAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSVLFALSFLYPVIQLNF 415
NTDB id 189 SPR RS04300 WP 000942407.1 CAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVIQLNF 415
NTDB id 223 SPD RS04540 WP 000942407.1 CAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVIQLNF 415
NTDB id 154 SP RS04735 WP 000942394.1 CAYAFILTMTS..KEGEG.LKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSILFVLSFLYPVIQLNF 415
NTDB id 264 KZH43 RS04200 WP 000942407.1 CAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVIQLNF 415
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NTDB id 596 KW2 RS08720 WP 021037686.1 IFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFLFFFITKNPMRASITAVDIGQGDSIFL 490
NTDB id 49736 SSUD9 RS04075 WP 014636902.1 FFVFMEKIIVWVADLGLRPWILGKPSELVLLLLLVSLFLLYDFHRRKKWLLGLSLVLALLFFITKHPLENEVTVVDIGQGDSIFL 500
NTDB id 494 SM12261 RS04305 WP 000942409.1 IFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLITGLFFLTKHPLENEITMLDVGQGESIFL 500
NTDB id 522 SMSK321 RS04965 WP 000942453.1 IFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLITGLFFLTKYPLENEITMLDVGQGESIFL 500
NTDB id 189 SPR RS04300 WP 000942407.1 IFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFL 500
NTDB id 223 SPD RS04540 WP 000942407.1 IFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFL 500
NTDB id 154 SP RS04735 WP 000942394.1 IFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLITGLFFLTKYPLENEITMLDVGQGESIFL 500
NTDB id 264 KZH43 RS04200 WP 000942407.1 IFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFL 500
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NTDB id 596 KW2 RS08720 WP 021037686.1 QDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESMGVAHIDQLILTHTDADHVGDFLSLADKIKIREIWVSPGE 573
NTDB id 49736 SSUD9 RS04075 WP 014636902.1 RDMRG.RTVLIDVGGRVDFAA.KEAWQERSRQANAERTLIPYLHSRGVDRIDSLVLTHTDTDHVGDVLEVAKQVQIGRIYVSPGS 583
NTDB id 494 SM12261 RS04305 WP 000942409.1 RDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQLILTNTDKEYVGDLLEVTKAFHVGEILVSKGS 584
NTDB id 522 SMSK321 RS04965 WP 000942453.1 RDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLLEVTKAFHVGEILVSKGS 584
NTDB id 189 SPR RS04300 WP 000942407.1 RDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDS 584
NTDB id 223 SPD RS04540 WP 000942407.1 RDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDS 584
NTDB id 154 SP RS04735 WP 000942394.1 RDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDS 584
NTDB id 264 KZH43 RS04200 WP 000942407.1 RDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDS 584
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NTDB id 596 KW2 RS08720 WP 021037686.1 LTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVD 658
NTDB id 49736 SSUD9 RS04075 WP 014636902.1 LTVPDFVATLKEINVPVHVVEVGERLPIFDSYLEVLYPDGTGDGGNNDSIVLYGRLLKTNFLFTGDLE.QGELDLIESYPNLPVD 667
NTDB id 494 SM12261 RS04305 WP 000942409.1 LKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVD 669
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVD 669
NTDB id 189 SPR RS04300 WP 000942407.1 LKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVN 669
NTDB id 223 SPD RS04540 WP 000942407.1 LKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVN 669
NTDB id 154 SP RS04735 WP 000942394.1 LKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVN 669
NTDB id 264 KZH43 RS04200 WP 000942407.1 LKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVN 669
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NTDB id 596 KW2 RS08720 WP 021037686.1 VLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR. 736
NTDB id 49736 SSUD9 RS04075 WP 014636902.1 VLKAGHHGSKGSSYPEFLDHIEAKIALVSAGENNRYKHPHQETLERFDSRNIQVYRTDQQGAIRFRGW.REWRIETVRR 745
NTDB id 494 SM12261 RS04305 WP 000942409.1 VLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETLTRLETINSKVYRTDQHGAIRFKGW.NSWKVETVG. 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 VLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKGW.NSWKIESVR. 746
NTDB id 189 SPR RS04300 WP 000942407.1 VLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 223 SPD RS04540 WP 000942407.1 VLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 154 SP RS04735 WP 000942394.1 VLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 VLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
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