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NTDB id 98 BSU 24710 NP 390351.1 UK FTLVEML VLIgIIS

NTDB id 32 MW RS07995 WP 000472256.1 BRNKINNAEFTL EML VLLIIS

NTDB id 16 SA RS07765 WP 000472256.1 BRAKINNAFTL EML VLLIIS

NTDB id 588 KW2 RS10845 WP 051303741.1 MOAKNKAFTL EML VLJATIIS QYGIRAAVVKVVESQA LY|X

NTDB id 49719 SSUD9 RS00815 WP 002936550. NKVK FTLVEMLVVLEITIS LLLLFVPNL KQK KGNJAAVVKVVESQNIEL Y]

NTDB id 460 GPW51 RS00790 WP 011921720.1 UMNKVK FTLVEMLVVLEIIS LLLLFVPNL @QK KKGDAAVVKVVESQMELYE

NTDB id 502 SM12261 RS00955 WP 000738641. BIKVKAFTLVEMLVVLLIIS LLLLEFVPNLTKQK DKGIMAAVVKVVESQAELYH

NTDB id 162 SP RS10370 WP 000738627.1 INKVKAFTLVEMLVVLLIIS LIJLLFVPNLTKQK DKGIJAAVVKVVESQAELYHS

NTDB id 272 KZH43 RS09255 WP 000738626.1 MKVKAFTLVEMLVVLLIIS LILLEFVPNLTKQK DKGIMAAVVKVVESQAELYH

NTDB id 231 SPD RS09885 WP 000738626.1 IMKVKAFTLVEMLVVLLIIS LIJLLFVPNLTKQK DKGIMAAVVKVVESQAELYH

NTDB id 197 SPR RS09420 WP 000738626.1 IKVKAFTLVEMLVVLLIIS LIJLLEFVPNLTKQK DKGIMAAVVKVVESQAELYH .

NTDB id 530 SMSK321 RS09230 WP 000738643. BIKVKAFTLVEMLVVLLIIS LLLLEFVPNLTKQK DKGIMAAVVKVVESQAELYH .

NTDB id 431 SGO RS09410 WP 012130940.1 I VKAFTLVEMLVVLLIIS L LLFVPNLTKQK AVSIDBGNJAAVVKVVESQAEL Y)XLISINNY

NTDB id 396 FSA28 RS09395 WP 002263437.1 WBlV AFTL EMLVVLLIIS LLLLFVPNLTKQK ISVISDIGi¢ AVVKVVESQAEL YINLNN SN

NTDB id 387 SMU RS09025 WP 002263437.1 VBV AFTL EMLVVLLIIS LLLLFVPNLTKQK INVIS{DIG{¢ AVVKVVESQAEL YINLNI QNN
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